Supplementary Table S1: Proteins identified by mass spectrometry in each of the samples. Protein names, Uniprot database access number,

score (detection reliability) and coverage (% of protein sequence detected) are shown.

WHOLE SERUM WGA LECTIN
PROTEIN 5 months of 12 months of 18 months of 5 months of 12 months of 18 months of
breastfeeding  breastfeeding breastfeeding  breastfeeding breastfeeding breastfeeding
Name Access number Score Cov  Score Cov  Score Cov  Score Cov Score Cov Score Cov
1 Actin, cytoplasmic 1 P60709 43.68 6.40 62.03 14.40
2 Alpha-1-acid glycoprotein 1 P02763 1648 740 3140 10.90
3 Alpha-1-antichymotrypsin P01011 14410  23.80 94.06 32.60 14595 29.00 71.69 2870 63.41 10.80
4  Alpha-1-antitrypsin P01009 21.35 5.00 23.96 4.00
5 Alpha-2-HS-glycoprotein Cojv77 26.03 7.30
6  Alpha-amylase 1 P04745 14.73  2.30 1243 210
7  Alpha-lactalbumin P00709 431.63  83.00 212.77 4850 361.28 80.20 197.10 38.70 50.30 2390 136.35 44.30
8 zg’}i azl\;:glliﬁ;t;ia;:llmde G3XAD9 1133 140 1013 210 866 210
9 Alpha-Sl-casein P47710 268.07 5830 85.67 27.60 204.62 4750 179.59 48.10 108.53 30.20 10435 25.90
10 Apolipoprotein A-I P02647 29141 68.50 139.53 39.70 27.29 13.40 11.67 410 10.51 4.10
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Apolipoprotein A-II P02652 7510 4200 2451 1700 3536  22.00

Apolipoprotein E HOY7L5 3270 890 1143 4.10

Beta-1,4-galactosyltransferase 1 P15291 90.98 18.80 84.53 21.80 3413 470 1083 270
Beta-2-microglobulin P61769 40.41 31.90 58.64 28.70

Beta-casein P05814 251.88 9150 131.82 60.10 209.01 9070 19296 83.10 119.64 5350 102.99 34.50
Bile salt-activated lipase P19835 52867 3450 24612 2490 468.65 3550 61727 4380 50434 37.10 38573 3450
zlitymphﬂm subfamily T member 1110 24776 2770 9233 1480 14971 2350 6327 870 11410 1550 14.68  2.40
Carbonic anhydrase 6 P23280 12.92 290 3200 1230 8.82 2.90
C-C motif chemokine 28 D6RC73 800 1870 2233 1870 1486 1870 1341 1870 1772 18.70
Chordin-like protein 2 Q6WN34 109.76  25.10 7330 1600 9807 29.10 1645 16.40

Clusterin P10909 35462 3650 14779 2330 34559 3650 24054 3290 261.04 3420 13811 23.60
Complement C3 P01024 21307 930 3359 170 5591  3.40

Complement C4-B POCOL5 36380 1920 19426 990 27273  16.90 22471 13.60

Cystatin-C P01034 7391 34.90 3997 2320

Ej;go;gﬁn'pmtem ligase 075592 2269 0.40
Elongation factor 1-alpha 1 P68104 26.30 7.90
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Endoplasmic reticulum chaperone

. P11021 40.99 5.30
BiP
Ezrin E7EQR4 9.42 1.50 12.48 1.10
Fatty acid synthase P49327 16251 710 3085 1.70 60626 21.80 21.84 1.00 5272 250 4426 1.60
Fibroblast th factor-bindi
1Drobiast growth factobInding 414512 1767 640 13.63 640 12,66 3.80
protein 1
Follistatin-related protein 1 Q12841 61.36 14.20
Galectin-3-binding protein Q08380 24.39 5.10 48.94 750 1413 290 1276~ 9.70
Gelsolin P06396 13.09 090 18.67 2.40
Haptoglobin P00738 33.70 8.10 26.27 710 9219  27.00 10.70  4.20
Heat shock 70 kDa protein 1B PODMV9 18.61 1.70
Hemopexin P02790 14.92 510 1051 280 3270 9.70
Hydroxyacyl-coenzyme A
, . Q16836 9.95 250 1066 250 12.29 2.50 8.49 2.50
dehydrogenase, mitochondrial
Immunoglobulin heavy constant
Ioha 1 P01876 28252 5550 91.95 15.00 249.07 51.50 219.93 39.60 246.33 47.70 180.05 27.80
alpha
Immunoglobulin heavy constant
P01857 29.97 7.00 1424  4.00

gamma 1
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Immunoglobulin heavy constant

P01871 1736 500 2937 500 22.06 500 11.06 160 1646 4.60
mu
I Jobulin h iabl
MIMUNOgTODUHN eavy Variable  A0A0B4]2B5 1428 1830 2269 1830 21.93  18.30
3/OR16-9 (non-functional)
Immunoglobulin J chain P01591 13894 4460 2345 1710 11667 4210 12673 4330 8541 3520 4746  22.20
Immunoglobulin kappa constant  P01834 6202 4850 6812 5510 11928 87.80 13690 7940 109.37 55.10
I Jobulin k iable 3-
2r(;1munogo W RAppa vanabie o= 1619 1087 770 2630  19.80
I Jobulin k iabl
MMUNOFIObUIN kappa varlable A 0A087WSYe6 9.52 6.00
3D-15
I Jobulin k iabl
mmunog Obu m appa variable AOAOC4DH25 837 600
3D-20
I lobuli iabl
mmunoglobulin kappa variable AOAQ7SBELLY 13.08 770
3D-7
Immunoglobulin lambda constant 2 PODOY2 3941 3010 3561 2730 63.63 4810 8634 6690 5372 49.00
I lobulin 1 i
mmunoglobulin lambda-like B9A064 1449  4.60 98.62  34.40
polypeptide 5
Tnsulin-lik h factor-bindi
nsulin-like growth factor-binding 1, ¢ - 5316 12.60 3418 10.70
protein 2
Kallikrein-6 Q92876 25.34 9.40
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Kappa-casein P07498 153.59  69.70 113.70 5430 139.05 67.50 140.07 56.00 70.21 3240 100.96 40.60
Keratin, type I cytoskeletal 9 P35527 11.82 580 11.98 1.40 11.82  1.50
Keratin, type II cytoskeletal 1 P04264 60.94 6.60 6852 9.00 109.73  12.40
Lactadherin Q08431 36.81 870 1770 320 39.31 1040 6594 1510 8290 21.20 4128 10.40
Lactoperoxidase P22079 38.78 4.00 1252 0.80

Lactotransferrin P02788 1383.92 80.70 614.08 51.10 116442 80.20 962.86 6830 612.07 55.80 427.74 38.30
Leucine-rich alpha-2-glycoprotein ~ P02750 3164 1210 14.69  4.60

Lipoprotein lipase P06858 14243  19.70 45.89 710 143.82 2920 3446 7.10

Lysozyme C P61626 16857 6210 39.60 27.00 156.75 7220 6544 29.70 33.80 27.00 1294 8.70
Macrophage mannose receiver 1 P22897 87.21 5.60 199.70  11.80 227.75 14.00 119.60 7.70 180.59 11.40
Metalloproteinase inhibitor 1 HO0Y789 28.58 26.60 28.93 26.60

Monocyte differentiation antigen

CD14 P08571 204.81 44.00 5770 13.00 24750 49.80 93.60 23.70 110.24 23.40 33.38 17.30
Mucin-1 P15941 30.54 9.60 13.88 740 34.33 12.20 13.55 7.40

Nucleobindin 2, isoform CRA_b AQA087WSV8  60.67 19.70 79.91 16.40

Nucleobindin-1 Q02818 56.74 10.40 42.67 8.40

Osteopontin P10451 137.27  49.60 14759 40.70 293.25  63.60 90.57 2320 90.62  23.20
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Peptidyl-prolyl cis-trans isomerase

B P23284 28.42 10.60 27.32 10.10
Perilipin-2 Q99541 21.17 430 3128 5.00 11.02 2.90
Plasma protease C1 inhibitor P05155 18.05 1.80 71.01 1460 4126 6.80
Plasma serine protease inhibitor P05154 2410 730
Polymeric immunoglobulin
A P01833 620.30 4250 300.22 2590 716.26  52.00 510.02 38.00 444.13 36.10 365.48 30.30
receptor
Polyubiquitin-B B4DV12 2532 16.30
POT ankyrin domain famil
aryrm domain famty A5A3EQ 1177 1.00
member F
Prosaposin C9J1Z6 27.82 550 29.78 550 38.93 720 830 830 5260 490 13.84 830
Prothrombin C9Jv37 21.12 5.80
Serotransferrin P02787 87.52 11.00 104.77  13.70
Serum albumin P02768 74551 7120 89.89 9.60 58859 5810 7245  9.60 89.09  12.20
Sulfhydryl oxidase 1 000391 20.68 1.70 1036 090 71.07 11.30 121.73 13.60 19719 21.60 69.05 7.40
Transcobalamin-1 P20061 9.25 1.80 2450 3.60 97.27 18.40
UTP--gl -1-phosphat
§ ticose-phiosphate Q16851 991 170 1143 3.0

uridylyltransferase




82 Vitamin D-binding protein D6RF35 49.60 730 1217 630 24.77 2.70

83 Vitronectin P04004 13.80 3.10 47.46 7.70 16.54  3.10

84 Xanthine dehydrogenase/oxidase = P47989 24765 1790 18.28 1.40 211.35 14.40




