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Figure S1. Overview of metabolic pathways involved in sucrose and starch metabolism in ginseng. The identified proteins were classified into metabolic functional classes according to the BIN ontology. The schematic metabolic pathways were obtained by MapMan software.
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[bookmark: _Hlk60322241]Figure S2. Overview of the TCA cycle (B) and the respiratory chain (B) in ginseng. 
[bookmark: _Hlk60322286]The identified proteins were classified into metabolic functional classes according to the BIN ontology. The schematic metabolic pathways were obtained by MapMan software.
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[bookmark: _Hlk60322416]Figure S3. Overview of (A) protein synthesis and (B) ubiquitin dependent protein degradation in ginseng. 
The identified proteins were classified into metabolic functional classes according to the BIN ontology. The schematic metabolic pathways were obtained by MapMan software.
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[bookmark: _Hlk60322361]Figure S4. Overview of the terpenoid metabolism in ginseng. 
The identified proteins were classified into metabolic functional classes according to the BIN ontology. The schematic metabolic pathways were obtained by MapMan software.
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