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Abstract: Hydroponic produce is gaining popularity due to its suitability for urban agriculture.
The general public also considers that hydroponic produce is free from microbiological contamination.
In this study, we compared the frequency and abundance of tetracycline-resistant and sulphadiazine-
resistant bacteria and the minimal inhibitory concentration (MIC) of these isolates in conventional,
organic, and hydroponic lettuce sold in retail. We also determined the frequency of samples carrying
tetB, tetX, sul1, sul2, and int1 genes by PCR and further quantified the copy number of tetX, sul1,
and int1 genes in samples positive for these genes using qPCR. As expected, the number of resistant
bacteria and the MICs of these isolates were lowest in hydroponic lettuce and highest in organic lettuce.
All tested resistant genes, except int1, were detected in samples of all three production methods,
but no significant difference was observed between the three groups in the frequency of samples
carrying the resistance genes examined or in their copy number. To the best of our knowledge, it is
the first study directly reporting the existence of antibiotic-resistant bacteria and resistance genes in
hydroponic vegetables sold in retail. The result highlights that the risk of antibiotic-resistant bacteria
contamination in hydroponic produce should be further investigated.

Keywords: hydroponic produce; organic produce; lettuce; antibiotic-resistant bacteria; antibiotic
resistance gene; urban agriculture; sustainability; tetracycline; sulphadiazine

1. Introduction

Hydroponic vegetables are grown in soilless systems and rely on the use of nutrient solutions
to support their growth. This form of agriculture is particularly suitable for the vertical agriculture
system used in industrialised and local urban farming systems [1–3] because of its efficiency in land
and water usage [4] and increased yield and economic benefits [5]. Barbosa et al. compared the yields
and water requirement of lettuce grown hydroponically and conventionally and their data revealed
that hydroponic production increased the yield by 11-fold and reduced water usage by 12.5-fold [5].
Apart from increased production yield and efficiency, hydroponic agriculture can also be integrated
as part of wastewater treatment measures. Jesse et al. investigated the potential of using treated
post-hydrothermal liquefaction wastewater for producing hydroponic lettuce and demonstrated that
wastewater filtered with sand and supplemented with hydroponic fertiliser supported the growth [6].
A similar effect was also observed in lettuce grown with wastewater supplemented with mineral
fertiliser [7]. Due to these unique features, it is argued that the hydroponic agriculture system is more
sustainable than conventional agriculture system and is one of the means to strengthen urban food
security and city resilience against the impact brought by climate change [8–10]. Hydroponic produce
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is not only gaining popularity among farmers and policymakers but is also increasingly favoured by
customers. The increased popularity is primarily based on the belief that hydroponic produce is more
hygienic and is free from microbiological contamination since, as a form of industrialised agriculture
system, the environment and materials used are tightly controlled [2].

This belief was examined in several studies, and conflicting results were obtained. In a three-
month study, Riser et al. examined the bacterial load in hydroponic lettuce, nutrient solution,
and peat-vermiculite growing mixture. No typical foodborne pathogen was detected in that study,
and it was concluded that hydroponic lettuce posed no microbiological hazard [11]. However, Wang et al.
isolated Shiga toxin-producing E. coli from the leaf surface of hydroponic lettuce [12]. Dankwa also
isolated 4.1 log CFU per g of aerobic bacteria by aerobic plate count from the leaves of harvested
hydroponic lettuce [13]. These findings suggested that microbiological contamination of hydroponic
produce is possible. Apart from microbiological contamination, hydroponic produce may also be
contaminated by xenobiotics in nutrient solution. Although, to the best of our knowledge, there is no
direct investigation on the existence of antibiotics in hydroponic nutrient solutions, several hydroponic
experiments indicated that antibiotics added to nutrient solution were absorbed and accumulated in
plants [14–16]. Zhang et al. also demonstrated in a hydroponic experiment that addition of antibiotics
in nutrient solution induced antibiotics resistance and increased the abundance of various resistance
genes in the endophytic system of pak choi grown hydroponically [17].

The findings from the above studies lead to a hypothesis that hydroponic vegetables in retail may
harbour antibiotic-resistant bacteria. Given that tetracycline and sulphonamide are the most used
veterinary antibiotics and are also present in the environment in high concentrations [18], in this study,
we aimed to compare the frequency and abundance of tetracycline-resistant and sulphadiazine-resistant
bacteria and the minimum inhibitory concentration of these bacteria from conventional, organic, and
hydroponic lettuce sold in retail in Hong Kong. The frequency of samples positive for tetB, tetX,
sul1, sul2, and int1 and the copy number of tetX, sul1, and int1 genes between the lettuce of the three
production methods were also determined.

2. Materials and Methods

2.1. Sampling

Pre-packaged conventional, organic and hydroponic romaine lettuce (Lactuca sativa) were
purchased from local supermarkets in Hong Kong. Ten lettuce samples of each production method
(thirty samples in total) were purchased for the isolation and enumeration of antibiotic-resistant bacteria
and the determination of the minimum inhibitory concentration of these isolates. Another twenty
lettuce samples of each production method (total sixty samples) were purchased for the detection and
quantification of antibiotic resistance genes. See Table S1 for detailed information of each sample.

2.2. Isolation and Enumeration of Tetracycline-Resistant and Sulphadiazine-Resistant Bacteria

The isolation and enumeration of tetracycline-resistant and sulphadiazine-resistant bacteria in
lettuce samples was performed using a method modified from methods described by Marti et al.
and Esiobu et al. [19,20]. Briefly, lettuce leaves were cut into small pieces using autoclaved scissors.
Fifty grams of the samples were homogenised in a sterile stomacher bag with 100 mL autoclaved water
at 200 rpm for 2 min. The homogenates were diluted with autoclaved deionised water by tenfold.
The undiluted and diluted homogenate were added to Mueller–Hinton agar (Sigma-Aldrich, St. Louis,
MO, USA) containing 4 µg/mL tetracycline (Sigma-Aldrich, St. Louis, MO, USA) and Mueller–Hinton
agar containing 1024 µg/mL sulphadiazine (Sigma-Aldrich, St. Louis, MO, USA) in triplicate and
incubated at 37 ◦C for 48 h.
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2.3. Determination of Minimal Inhibitory Concentration of Resistant Bacteria Isolates

The minimum inhibitory concentration (MIC) of tetracycline-resistant and sulphadiazine-resistant
bacteria isolated above was determined by the standard broth microdilution method (Clinical and
Laboratory Standards Institute Standard M07) [21]. For each sample with tetracycline-resistant
bacteria or sulphadiazine-resistant bacteria isolated in agar plate, four colonies of tetracycline-resistant
or sulphadiazine-resistant bacteria were selected randomly. The MIC of these four colonies were
determined as follows: each colony was suspended in 200µL phosphate-buffered saline (Sigma-Aldrich,
St. Louis, MO, USA) and adjusted to 0.5 McFarland standard. The bacterial suspension contained
about 1 × 108 CFU/mL was diluted to 1 × 106 CFU/mL with Mueller–Hinton broth (Sigma-Aldrich,
St. Louis, MO, USA). Fifty microliters of the bacterial suspension were pipetted into each well of a
96-well plate (Corning, Corning, NY, USA). In each well of the 96-well plate contained fifty microliters
of tetracycline solution (8–1024 g/mL) and sulphadiazine solution (2048–65,536 g/mL). The inoculum
was incubated at 37 ◦C for 18 h, and the absorbance at 600 nm was measured. The MIC value of the
four colonies were averaged and was used represent the MIC value of that sample. Three technical
replicates were performed for each colony tested.

2.4. DNA Extraction

The method of DNA extraction was modified from the method described by Marti et al. [19].
Briefly, lettuce leaves were cut into small pieces using autoclaved scissors. Fifty grams of the samples
were homogenised in a sterile stomacher bag with 100 mL autoclaved water at 200 rpm for 2 min.
Forty millilitres of the homogenate was centrifuged at 4,000× g for 5 min. DNA was extracted from the
resulting pellet using the DNeasy PowerSoil Pro kit (Qiagen, Germantown, MA, USA) according to the
manufacturer’s instructions.

2.5. Detection of Antibiotic Resistance Genes

All PCR assays were conducted in a 25-µL volume reaction using a C1000 Touch thermal cycler
(Bio-rad, Hercules, CA, USA). The PCR mixture consisted of 2.5 µL of 10X Taq buffer (Thermo-Scientific,
Waltham, MA, USA), 1.5 µL of MgCl2 (25 mM), 1µL of dNTP mix (10 mM), 0.7 µL of each primer
(10 µM), 0.25 µL of Taq polymerase (recombinant) (5 U/µL), 1 µL of DNA template (100 ng/µL),
and nuclease-free water for the remaining volume. DNA denaturation at 95 ◦C for 3 min was followed
by 35 amplification cycles (94 ◦C (40 s), 56 ◦C for tetB, sul2, and int1/60 ◦C for tetX and sul1 (30 s),
and 72 ◦C (1 min)), and a final extension step at 72 ◦C for 10 min. PCR detection of antibiotic resistance
genes was duplicated for each sample. Samples were considered positive for a resistance gene if the
gene was detected once. See Table S2 for the primer sequences and Table S3 for the sequencing results
of the amplified PCR products.

2.6. Quantitation of tetX, sul1, and int1

Resistance genes were quantified in triplicate using the StepOne Real-Time PCR System (Applied
Biosystems, Waltham, MA, USA) and fluorescent dye SsoAdvanced Universal SYBR-Green Supermix
(Bio-rad, Hercules, CA, USA). Each qPCR reaction was performed in a 10 µL volume containing 5 µL of
SYBR Supermix (Bio-rad, Hercules, CA, USA), 0.3 µL of each primer (10 µM), 0.5 µL of DNA template
(100 ng/µL) for tetX and sul1 or 1 µL for int1, and nuclease-free water for the remaining volume.
DNA denaturation at 95 ◦C for 15 min was followed by 40 amplification cycles (95 ◦C (15s), 67 ◦C,
67.5 ◦C, and 64.7 ◦C for tetX, sul1, and int1, respectively (35 s), and 72 ◦C (30 s)). See Table S2 for the
primer sequences and Table S3 for the sequencing results of the amplified qPCR products.

2.7. Statistical Analysis

Graphs and statistical analyses were performed using Prism 8.0 for Mac software (GraphPad
Software, San Diego, CA, USA). Chi-square test was used for comparing the frequency of lettuce
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samples positive for resistant bacteria and the frequency of lettuce samples positive for each resistance
gene. One-way ANOVA with a Kruskal–Wallis comparison test were used for comparing the number
of resistant bacteria, the minimum inhibitory concentration of the resistant-isolates, and the copy
number of tetX and sul1 between the lettuce of the three production methods. Two-way ANOVA with
Sidak’s comparison test were used for comparing the difference in the copy number of tetX and sul1
between lettuce of the three production methods. A Mann–Whitney test was used for comparing
the copy number of int1 between conventional and organic lettuce samples. A p-value of <0.05 was
considered to be significant.

3. Results

3.1. Frequency and Number of Antibiotic-Resistant Bacteria in Lettuce Samples

We first quantified and compared the frequency and number of tetracycline-resistant and
sulphadiazine-resistant bacteria between lettuce of the three production methods. No significant
difference in the frequency of samples harbouring tetracycline-resistant and sulphadiazine-resistant
bacteria was observed between the lettuce of the three production methods (Table 1). However,
more tetracycline-resistant bacteria were found in conventional lettuce (2.980 × 104 CFU/g) than in
organic (2.752 × 103 CFU/g; p < 0.05) and hydroponic (1.268 × 103 CFU/g; p < 0.01) lettuce (Figure 1a).
Conventional lettuce also harboured more sulphadiazine-resistant bacteria (2.999 × 104 CFU/g)
than hydroponic lettuce (1.200 × 103 CFU/g; p < 0.01) but no significant difference was found
between conventional lettuce and organic lettuce in the number of sulphadiazine-resistant bacteria
(1.418 × 104 CFU/g) (Figure 1b).

Table 1. Frequency of lettuce samples harbouring resistant bacteria 1.

Tetracycline-Resistant Sulphadiazine-Resistant

Conventional 7 7
Organic 5 6

Hydroponic 5 6
1 Ten samples for each production method.

Figure 1. The number of antibiotic-resistant bacteria isolated from lettuce of three different production
methods: (a) tetracycline-resistant bacteria; (b) sulphadiazine-resistant bacteria (ten samples for each
production method). Different letters indicate a significant difference (p < 0.05), one-way ANOVA with
a Kruskal–Wallis comparison test.
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3.2. Minimum Inhibitory Concentration of Resistant Isolates

The minimum inhibitory concentration (MIC) of the isolated resistant bacteria was also determined.
Four colonies were randomly picked from each sample positive for resistant bacteria, and the tetracycline
or sulphadiazine MIC of these bacteria was determined. Interestingly, although conventional lettuce
had the highest number of tetracycline-resistant and sulphadiazine-resistant bacteria, our result
indicated that the isolates from organic lettuce had the highest MIC for both antibiotics, while the MIC
of hydroponic lettuce for the two antibiotics was the lowest. The mean tetracycline MIC of isolates
from organic lettuce was 191.0 µg/mL and was significantly higher than that of hydroponic lettuce
(16.2 µg/mL; p < 0.01), but no significant difference was observed between organic and conventional
lettuce (49.7 µg/mL) (Figure 2a). A similar phenomenon was also observed in sulphadiazine-resistant
bacteria. The mean sulphadiazine MIC of isolates from organic lettuce was 12,402 µg/mL and was
significantly higher than that of isolates from hydroponic lettuce (7,163 µg/mL; p < 0.05). Similarly,
no significant difference was obtained between organic and conventional lettuce (8,728 µg/mL)
(Figure 2b).

Figure 2. Minimum inhibitory concentration (MIC) of resistant bacteria isolated from lettuce samples:
(a) tetracycline; (b) sulphadiazine. Different letters indicate a significant difference (p < 0.05), one-way
ANOVA with a Kruskal–Wallis comparison test.

3.3. Frequency of Lettuce Samples Carrying Antibiotic Resistance Genes

We further examined the frequency of lettuce carrying different resistance genes. Twenty lettuce
samples of each production method were purchased from local supermarkets. We compared the
frequency of samples carrying tetB, tetX, sul1, sul2, and int1 in the three groups by PCR. No significant
difference was found in all genes tested. tetB was found in 13 conventional lettuce samples and 10
of both organic and hydroponic lettuce samples (Table 2). tetX was found in 16, 14, and 13 samples
of conventional, organic, and hydroponic lettuce, respectively. For sul1, 17, 18, and 19 samples
of conventional, organic, and hydroponic lettuce were found to be carrying the gene, respectively,
while 17, 16, and 19 samples of conventional, organic, and hydroponic lettuce were found to be carrying
sul2, respectively. However, int1 was only found in conventional and organic lettuce samples (6 and
3 samples, respectively).
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Table 2. Frequency of lettuce samples carrying resistant genes 1.

tetB tetX sul1 sul2 int1

Conventional 13 16 17 17 6
Organic 10 14 18 16 3

Hydroponic 10 13 19 19 0
1 Twenty samples for each production method.

3.4. Copy Number of Antibiotic Resistance Genes

The copy numbers of tetX, sul1, and int1 in the lettuce of the three production methods were also
determined by qPCR and were compared between the three groups, except the int1 in hydroponic
lettuce, which was omitted, since int1 was not detected in this group. Although no significant difference
was found between lettuce of the three production methods in the copy number of tetX and sul1,
the copy number of sul1 was consistently higher than that of tetX in all three groups. The log of the copy
number of tetX and sul1 in conventional lettuce was 4.772 copies/g and 10.500 copies/g, respectively
(p < 0.001). In organic lettuce, the log of the copy number of tetX and sul1 was 6.040 copies/g and
12.605 copies/g, respectively (p < 0.001). In hydroponic lettuce, the log of the copy number of tetX and
sul1 were 6.346 copies/g and 10.680 copies/g, respectively (p < 0.04) (Figure 3a). A similar phenomenon
was not observed for int1, which the log of the copy numbers in conventional and organic samples were
9.119 copies/g and 9.500 copies/g, respectively, and no significant difference was detected (Figure 3b).

Figure 3. Copy numbers of tetX, sul1, and int1 in lettuce samples: (a) comparison of the copy number
of tetX and sul1 between lettuce of the three production methods by two-way ANOVA with Sidak’s test.
Uppercase letters denote comparison between lettuce of the three production methods and lowercase
letters denote comparison between the two resistance genes. Different letters indicate a significant
difference (p < 0.05); (b) comparison of the copy number of int1 between the conventional and organic
lettuce by Mann–Whitney test. No significant difference was found.

4. Discussion

In this study, we aim to shed light on antibiotic-resistant bacteria contamination in hydroponic
produce in retail and to juxtapose it with that of conventional and organic lettuce in retail.

We first surveyed the frequency and number of bacteria resistant to tetracycline and sulphadiazine
in the lettuce of the three production methods. About 50–70% of samples harboured resistant bacteria
in the lettuce of the three production methods and no significant difference was found between them.
The high frequency of samples harbouring resistant bacteria indicated that contamination of lettuce by
resistant bacteria is common, irrespective of cultivation methods. It was observed that hydroponic
lettuce samples harboured the least number of resistant bacteria among the three groups. This result is
not surprising as hydroponic produce is grown in a soilless system, and, generally, the environment
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and the material used are controlled and defined. These features may contribute to the result in
two ways. First, the use of soilless controlled environment and defined materials may generate a
more hygienic environment, leading to a lower bacterial load in the environment and thus, in turn,
a lower number of bacteria on the produce. Manzocco et al. illustrated that the number of coliforms,
pseudomonas, and Enterobacteriaceae bacteria in hydroponic lettuce was about 18–55% lower than that
of lettuce cultivated in a soil system [22]. Moreover, since the water and the nutrient solution used
are supposed to be free of antibiotics, antibiotic-resistant bacteria are unlikely to be selected in the
system and contaminating the environment and the produce. Surprisingly, conventional lettuce in
this study harboured the highest number of tetracycline-resistant and sulphadiazine-resistant bacteria.
It was expected that organic lettuce harboured the highest number of antibiotic-resistant bacteria due
to the use of manure and organic fertilisers [23]. The higher number of tetracycline-resistant and
sulphadiazine-resistant bacteria in conventional lettuce samples may reflect a lower concentration of
tetracycline and sulphadiazine in these samples compared with that of the samples of organic lettuce.
A lower concentration of antibiotics on lettuce surface may exert a lower selective pressure on the
bacteria on the lettuce surface. This may have allowed bacteria with lower resistance to survive and
then end up being isolated in our experiment. In contrast, a higher concentration of antibiotics on
lettuce surface may exert a strong selective pressure on the bacteria on the lettuce surface. This may
render only bacteria with higher resistance to survive, and thus a lower number of resistant bacteria
can be isolated.

In fact, our data indicated that the average MIC of the resistant bacteria isolated from conventional
lettuce for the two antibiotics was lower than that of the resistant bacteria isolated from organic
lettuce, although no statistical significance was obtained. Our data also indicated that the MIC of the
resistant bacteria isolated from hydroponic lettuce for the two antibiotics was the lowest. As discussed
in the above, the MIC result is likely related to the concentration of tetracycline and sulphadiazine
on the lettuce surface, which selects bacteria with high MIC [24] and suggests that organic lettuce
samples were exposed to a higher concentration of tetracycline and sulphadiazine while hydroponic
lettuce samples were exposed to a lower concentration. The high concentration of tetracycline and
sulphadiazine in organic lettuce may originate from the manure and organic fertilisers applied as these
materials were derived from animals, which may be fed with feeds containing antibiotics. On the
other hand, although the number of resistant bacteria and the MIC of these isolates were the lowest in
hydroponic lettuce, the mere existence of antibiotic-resistant bacteria in hydroponic lettuce is alarming,
particularly when the mean tetracycline MIC of the bacteria isolated from the hydroponic lettuce was
up to 16.2 µg/mL, which is higher than the resistant breakpoint for Salmonella and Escherichia coli [25].
The sulphadiazine MIC of bacteria isolated from hydroponic lettuce is also higher than the resistant
breakpoint [26]. Tetracycline-resistant and sulphadiazine-resistant bacteria were isolated from nutrient
solutions (data not shown), suggesting that nutrient solution may be a possible source of the isolated
resistant bacteria.

We further compared the frequency of samples positive for tetB, tetX, sul1, sul2, and int1, and the
copy number of tetX, sul1, and int1 as it was reported that the copy number of resistance genes correlates
with antibiotics concentration in drinking water and hydroponic vegetables [17,27]. A meta-analysis
also suggested that antibiotic selection pressure, as a function of antibiotic concentration, is positively
correlated to the abundance of antibiotic resistance gene [28]. The copy number of sul1 was consistently
higher than that of tetX in all three groups, suggesting that all the produce may be exposed to a higher
concentration of antibiotics of sulphonamide class. No significant difference was found in the copy
number of the two resistant genes across the three groups. This suggests that the antibiotic concentration
in the lettuce of the three groups were similar and contradicts the hypothesis that the antibiotic
concentration of the three groups of lettuce were different. It was reported that it is the expression
level of resistance genes, instead of the abundance, correlated with the antibiotic concentration at low
concentration levels [29]. It is thus possible that the abundance of antibiotic-resistance genes only
correlates with antibiotic concentrations at high concentration levels. It was also reported that the copy
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number of resistance genes was not correlated with the concentration of antibiotics [30], and may be
the result of the higher stability of sulphonamide resistance genes compared with that of tetracycline
resistance genes [31]. Taken together, contaminating antibiotics from environment or raw materials
may contribute to the selection of resistant bacteria with high MICs and other environmental factors
may contribute the stability of resistance genes. Environmental factors may thus be the critical factors
affecting the resistance of bacteria.

To the best of our knowledge, this is the first direct report of the detection of antibiotic-resistant
bacteria and resistance genes in commercially available hydroponic produce. Although the sample
size of this study was small and a larger survey with a higher statistical power will be needed, our data
indicated that antibiotic-resistant bacteria contamination is common in hydroponic produce and the
threat cannot be ignored. Control measures, particularly the control of the production environment
and the production of nutrient solution and other materials, must be put in place. To reduce bacterial
contamination, the water should not be reused, at least not before disinfection. Ehret et al. pointed
out that the disinfection of recirculating nutrient solution can reduce the bacterial load in nutrient
solution [32]. Water taps were shown to be a source of microbiological contamination and thus should
be disinfected regularly [33]. Marques proposed the use of internet of things (IoT) for the real-time
monitoring and control of different environmental parameters on a hydroponic farm [34]. The seed
surface may also be another source of bacterial contamination. Pre-treatment of the seed surface
may effectively reduce the risk of microbial contamination [35]. In long term, a more comprehensive
survey and surveillance covering more antibiotics and resistance genes is warranted to determine and
monitor the extent of antibiotic contamination in hydroponic vegetables. A transition from hydroponic
agriculture to controlled environment agriculture and the development of relevant standards and
good practice guidelines will also be crucial for mitigating the risk of bacterial contamination and to
safeguard the safety of customers and retain their confidence in hydroponic produce.

Supplementary Materials: The following are available online at http://www.mdpi.com/2304-8158/9/9/1327/s1,
Table S1: Detailed information of purchased lettuce samples, Table S2: Sequences of primers used. Table S3:
Sequencing results of amplified resistance genes.

Author Contributions: Conceptualisation, K.-L.L., W.-P.K. and P.-L.C.; methodology, K.-L.L. and W-P.K.; formal
analysis, P.-L.C.; investigation, K.-L.L., W-P.K., P.-Y.L., T.-H.L. and K.-H.H.; resources, F.W.-F.L.; writing—original
draft preparation, K.-L.L.; writing—review and editing, P.-L.C.; visualisation, P.-L.C; supervision, P.-L.C.; project
administration, F.W.-F.L.; funding acquisition, F.W.-F.L. and P.-L.C. All authors have read and agreed to the
published version of the manuscript.

Funding: This research was funded, in part, by the Faculty Development Scheme, Research Grants Council of the
Hong Kong Special Administrative Region, grant number UGC/FDS/16/M03/19, the Institutional Development
Scheme Research Infrastructure Grant, the Research Grants Council of the Hong Kong SAR, grant number
UGC/IDS(R)16/19, and the Open University of Hong Kong Research Grant, grant number 2017/1.4.

Conflicts of Interest: The authors declare no conflict of interest.

References

1. De Anda, J.; Shear, H. Potential of Vertical Hydroponic Agriculture in Mexico. Sustainability 2017, 9, 140.
[CrossRef]

2. Pascual, M.P.; Lorenzo, G.A.; Gabriel, A.G. Vertical Farming Using Hydroponic System: Toward a Sustainable
Onion Production in Nueva Ecija, Philippines. Open J. Ecol. 2018, 8, 25. [CrossRef]

3. Martin, M.; Molin, E. Environmental Assessment of an Urban Vertical Hydroponic Farming System in
Sweden. Sustainability 2019, 11, 4124. [CrossRef]

4. Bradley, P.; Marulanda, C. Simplied Hydroponic to Reduce Global Hunger; International Society for Horticultural
Science (ISHS): Leuven, Belgium, 2001; pp. 289–296.

5. Barbosa, G.L.; Gadelha, F.D.A.; Kublik, N.; Proctor, A.; Reichelm, L.; Weissinger, E.; Wohlleb, G.M.;
Halden, R.U. Comparison of Land, Water, and Energy Requirements of Lettuce Grown Using Hydroponic vs.
Conventional Agricultural Methods. Int. J. Env. Res. Public Health 2015, 12, 6879–6891. [CrossRef]

http://www.mdpi.com/2304-8158/9/9/1327/s1
http://dx.doi.org/10.3390/su9010140
http://dx.doi.org/10.4236/oje.2018.81003
http://dx.doi.org/10.3390/su11154124
http://dx.doi.org/10.3390/ijerph120606879


Foods 2020, 9, 1327 9 of 10

6. Jesse, S.D.; Zhang, Y.; Margenot, A.J.; Davidson, P.C. Hydroponic Lettuce Production Using Treated
Post-Hydrothermal Liquefaction Wastewater (PHW). Sustainability 2019, 11, 3605. [CrossRef]

7. da Silva Cuba Carvalho, R.; Bastos, R.G.; Souza, C.F. Influence of the use of wastewater on nutrient absorption
and production of lettuce grown in a hydroponic system. Agric. Water Manag. 2018, 203, 311–321. [CrossRef]

8. Romeo, D.; Vea, E.B.; Thomsen, M. Environmental Impacts of Urban Hydroponics in Europe: A Case Study
in Lyon. Procedia CIRP 2018, 69, 540–545. [CrossRef]

9. Rothwell, A.; Ridoutt, B.; Page, G.; Bellotti, W. Environmental performance of local food: Trade-offs and
implications for climate resilience in a developed city. J. Clean Prod. 2016, 114, 420–430. [CrossRef]

10. Schnitzler, W.H. Urban Hydroponic for Green and Clean Cities and for Food Security; International Society for
Horticultural Science (ISHS): Leuven, Belgium, 2013; pp. 13–26.

11. Riser, E.C.; Grabowski, J.; Glenn, E.P. Microbiology of Hydroponically-Grown Lettuce. J. Food Prot. 1984, 47,
765–769. [CrossRef] [PubMed]

12. Wang, Y.-J.; Deering, A.J.; Kim, H.-J. The Occurrence of Shiga Toxin-Producing E. coli in Aquaponic and
Hydroponic Systems. Horticulturae 2020, 6, 1. [CrossRef]

13. Dankwa, A.S.; Machado, R.M.; Perry, J.J. Sources of food contamination in a closed hydroponic system.
Lett. Appl. Microbiol. 2020, 70, 55–62. [CrossRef] [PubMed]

14. Yan, Y.; Xu, X.; Shi, C.; Yan, W.; Zhang, L.; Wang, G. Ecotoxicological effects and accumulation of ciprofloxacin
in Eichhornia crassipes under hydroponic conditions. Environ. Sci. Pollut. Res. 2019, 26, 30348–30355.
[CrossRef]

15. Tong, X.; Wang, X.; He, X.; Sui, Y.; Shen, J.; Feng, J. Effects of antibiotics on nitrogen uptake of four wetland
plant species grown under hydroponic culture. Environ. Pollut. 2019, 26, 10621–10630. [CrossRef]

16. Zhang, C.; Xue, J.; Cheng, D.; Feng, Y.; Liu, Y.; Aly, H.M.; Li, Z. Uptake, translocation and distribution of
three veterinary antibiotics in Zea mays L. Environ. Pollut. 2019, 250, 47–57. [CrossRef]

17. Zhang, H.; Li, X.; Yang, Q.; Sun, L.; Yang, X.; Zhou, M.; Deng, R.; Bi, L. Plant Growth, Antibiotic Uptake, and
Prevalence of Antibiotic Resistance in an Endophytic System of Pakchoi under Antibiotic Exposure. Int. J.
Env. Res. Public Health 2017, 14, 1336. [CrossRef]

18. Du, B.; Yang, Q.; Wang, R.; Wang, Q.; Xin, Y. Evolution of Antibiotic Resistance and the Relationship between
the Antibiotic Resistance Genes and Microbial Compositions under Long-Term Exposure to Tetracycline and
Sulfamethoxazole. Int. J. Environ. Res. Public Health 2019, 16, 4681. [CrossRef]

19. Marti, R.; Scott, A.; Tien, Y.C.; Murray, R.; Sabourin, L.; Zhang, Y.; Topp, E. Impact of manure fertilization on
the abundance of antibiotic-resistant bacteria and frequency of detection of antibiotic resistance genes in soil
and on vegetables at harvest. Appl. Environ. Microbiol. 2013, 79, 5701–5709. [CrossRef]

20. Esiobu, N.; Armenta, L.; Ike, J. Antibiotic resistance in soil and water environments. Int. J. Environ. Health Res.
2002, 12, 133–144. [CrossRef]

21. Institute, C.L.S. Methods for Dilution Antimicrobial Susceptibility Tests for Bacteria that Grow Aerobically: Approved
Standard, 11th ed.; CLSI: Wayne, PA, USA, 2018.

22. Manzocco, L.; Foschia, M.; Tomasi, N.; Maifreni, M.; Dalla Costa, L.; Marino, M.; Cortella, G.; Cesco, S.
Influence of hydroponic and soil cultivation on quality and shelf life of ready-to-eat lamb’s lettuce
(Valerianella locusta L. Laterr). J. Sci. Food Agric. 2011, 91, 1373–1380. [CrossRef]

23. Yang, Q.; Ren, S.; Niu, T.; Guo, Y.; Qi, S.; Han, X.; Liu, D.; Pan, F. Distribution of antibiotic-resistant bacteria
in chicken manure and manure-fertilized vegetables. Environ. Sci. Pollut. Res. Int. 2014, 21, 1231–1241.
[CrossRef] [PubMed]

24. Gullberg, E.; Cao, S.; Berg, O.G.; Ilbäck, C.; Sandegren, L.; Hughes, D.; Andersson, D.I. Selection of resistant
bacteria at very low antibiotic concentrations. PLoS Pathog. 2011, 7, e1002158. [CrossRef]

25. Performance Standards for Antimicrobial Susceptibility Testing; Twenty-Second Informational Supplement;
CLSI document M100-S22; Clinical and Laboratory Standard Institute: Wayne, PA, USA, 2012.

26. van Duijkeren, E.; Ensink, J.M.; Meijer, L.A. Distribution of orally administered trimethoprim and sulfadiazine
into noninfected subcutaneous tissue chambers in adult ponies. J. Vet. Pharmacol. Ther. 2002, 25, 273–277.
[CrossRef]

27. Jiang, L.; Hu, X.; Xu, T.; Zhang, H.; Sheng, D.; Yin, D. Prevalence of antibiotic resistance genes and their
relationship with antibiotics in the Huangpu River and the drinking water sources, Shanghai, China.
Sci. Total Environ. 2013, 458, 267–272. [CrossRef]

http://dx.doi.org/10.3390/su11133605
http://dx.doi.org/10.1016/j.agwat.2018.03.028
http://dx.doi.org/10.1016/j.procir.2017.11.048
http://dx.doi.org/10.1016/j.jclepro.2015.04.096
http://dx.doi.org/10.4315/0362-028X-47.10.765
http://www.ncbi.nlm.nih.gov/pubmed/30934507
http://dx.doi.org/10.3390/horticulturae6010001
http://dx.doi.org/10.1111/lam.13243
http://www.ncbi.nlm.nih.gov/pubmed/31660628
http://dx.doi.org/10.1007/s11356-019-06232-5
http://dx.doi.org/10.1007/s11356-019-04184-4
http://dx.doi.org/10.1016/j.envpol.2019.03.110
http://dx.doi.org/10.3390/ijerph14111336
http://dx.doi.org/10.3390/ijerph16234681
http://dx.doi.org/10.1128/AEM.01682-13
http://dx.doi.org/10.1080/09603120220129292
http://dx.doi.org/10.1002/jsfa.4313
http://dx.doi.org/10.1007/s11356-013-1994-1
http://www.ncbi.nlm.nih.gov/pubmed/23892601
http://dx.doi.org/10.1371/journal.ppat.1002158
http://dx.doi.org/10.1046/j.1365-2885.2002.00418.x
http://dx.doi.org/10.1016/j.scitotenv.2013.04.038


Foods 2020, 9, 1327 10 of 10

28. Duarte, D.J.; Oldenkamp, R.; Ragas, A.M.J. Modelling environmental antibiotic-resistance gene abundance:
A meta-analysis. Sci. Total Environ. 2019, 659, 335–341. [CrossRef]

29. Yi, X.; Lin, C.; Ong, E.J.L.; Wang, M.; Li, B.; Zhou, Z. Expression of resistance genes instead of gene abundance
are correlated with trace levels of antibiotics in urban surface waters. Environ. Pollut. 2019, 250, 437–446.
[CrossRef]

30. Huang, H.; Zeng, S.; Dong, X.; Li, D.; Zhang, Y.; He, M.; Du, P. Diverse and abundant antibiotics and antibiotic
resistance genes in an urban water system. J. Environ. Manag. 2019, 231, 494–503. [CrossRef]

31. Zhao, W.; Wang, B.; Yu, G. Antibiotic resistance genes in China: Occurrence, risk, and correlation among
different parameters. Environ. Sci. Pollut. Res. Int. 2018, 25, 21467–21482. [CrossRef]

32. Ehret, D.; Alsanius, B.; Wohanka, W.; Menzies, J.; Utkhede, R. Disinfestation of recirculating nutrient solutions
in greenhouse horticulture. Agronomy 2001, 21, 323–339. [CrossRef]

33. Holvoet, K.; Sampers, I.; Seynnaeve, M.; Jacxsens, L.; Uyttendaele, M. Agricultural and management practices
and bacterial contamination in greenhouse versus open field lettuce production. Int. J. Environ. Res.
Public Health 2014, 12, 32–63. [CrossRef]

34. Marques, G.; Aleixo, D.; Pitarma, R. Enhanced Hydroponic Agriculture Environmental Monitoring: An Internet of
Things Approach; Springer International Publishing: Cham, Switzerland, 2019.

35. Ding, H.; Fu, T.-J.; Smith, M. Microbial Contamination in Sprouts: How Effective is Seed Disinfection
Treatment? J. Food Sci. 2013, 78, R495–R501. [CrossRef]

© 2020 by the authors. Licensee MDPI, Basel, Switzerland. This article is an open access
article distributed under the terms and conditions of the Creative Commons Attribution
(CC BY) license (http://creativecommons.org/licenses/by/4.0/).

http://dx.doi.org/10.1016/j.scitotenv.2018.12.233
http://dx.doi.org/10.1016/j.envpol.2019.04.035
http://dx.doi.org/10.1016/j.jenvman.2018.10.051
http://dx.doi.org/10.1007/s11356-018-2507-z
http://dx.doi.org/10.1051/agro:2001127
http://dx.doi.org/10.3390/ijerph120100032
http://dx.doi.org/10.1111/1750-3841.12064
http://creativecommons.org/
http://creativecommons.org/licenses/by/4.0/.

	Introduction 
	Materials and Methods 
	Sampling 
	Isolation and Enumeration of Tetracycline-Resistant and Sulphadiazine-Resistant Bacteria 
	Determination of Minimal Inhibitory Concentration of Resistant Bacteria Isolates 
	DNA Extraction 
	Detection of Antibiotic Resistance Genes 
	Quantitation of tetX, sul1, and int1 
	Statistical Analysis 

	Results 
	Frequency and Number of Antibiotic-Resistant Bacteria in Lettuce Samples 
	Minimum Inhibitory Concentration of Resistant Isolates 
	Frequency of Lettuce Samples Carrying Antibiotic Resistance Genes 
	Copy Number of Antibiotic Resistance Genes 

	Discussion 
	References

