Supplementary figures

> oBle
atgggaatgacagatcaggccacccctaatcttccaagtagagactttgatccaactgcagecttttacgagegtttggggtttggtatagtgttcegtgacgetggetggatg
atacttcagcgtggggatttaatgcttgagttctttgetcatectggacttgacccattagettectggttctectgttgtttgegtettgacgatttggecgaattttacagacaatgt
aagagtgtcggaatacaggaaacttcctetggttatcctagaatacacgctectgagttgcaagagtggggeeoaacaatggetgetttagtagatcctgacggaactttatt
acgtcttatccagaatgaacttcttgcaggaatatcttga

>oHyg
atgggaaagaaacctgaacttactgcaacatccgtcgaaaagtttttaattgagaaatttgatagtgtgtccgaccttatgcaacttagtgaaggagaagagtcaagagcetttt
agttttgatgtaggaggacgtggttatgtcttgagagtcaatagttgtgcagatggattctacaaggatcgttatgtctatcgtcatttcgectccgecgcecttaccaatecctgaa
gtcttagacataggggagttctcagagtccttaacttactgcatatcccgtagagceacaaggagttactcttcaggacttgccagagacagaattacctgecgtcecttcagecag
ttgccgaggcaatggacgctatagecgcetgeagacttatcccaaactagtggattcggeccatttggtcctcaaggaattgggcaatatactacatggegtgatttcatctgeg
caatagcagaccctcatgtctaccattggcagaccgtaatggacgatactgtatccgcettetgtggcacaagceacttgacgagttaatgttgtggegcagaggattgtccagaa
gtcagacatttggtgcacgctgattttggtagtaacaatgtgcttaccgacaatggtcgtataaccgcagtcatcgattggtcagaagcetatgttcgggoattcacagtacgag
gtagccaatatttttttctggagaccttggcttgcatgtatggaacagcagacccgttacttcgaacgtagacacccagaattagecgggtctccacgtttaagagcettatatgtt
gagaattggattagaccaactttatcaatctttagtcgatggaaatttcgacgatgecgcttgggcccaaggtagatgegacgcecattgtcagaagtggagcetggaactgtgg
ggcgtacccaaattgeccgtagatcagecgcagtgtggacagacggatgegtggaagtattagcagatagtgggaatcegtegtecttccacacgtccaagagecaaggaat
aa

> oKan
atgggtaaggagaagacacacgtgagtcgtccaagattgaacagtaacatggacgctgatttatacgggtataaatgggctcgtgataatgttggtcagtcaggagcecaca
atctatagattgtacggaaagcctgacgccccagaattgtttttgaagceatggtaagggttccgtegcecaatgatgttacagacgaaatggtgagacttaattggttgaccgag
ttcatgcctttacctaccatcaaacacttcataagaacacctgacgacgcatggttacttacaacagctatccctggtaagactgceattccaggttcttgaggagtatccagactca
ggtgagaacattgtcgatgccttagcagtgtttcttcgtagattacattcaataccagtttgtaattgecctttcaattctgatagagtgtttegtcttgetcaagetcagtctegtatg
aataatggtttggtggatgcticcgacttcgacgacgaacgtaacgggtggccagttgaacaagtctggaaagaaatgcacaaattattaccattctcacctgattcagtggtg
actcacggtgatttctcacttgacaatttgatatttgatgaaggtaaattaatagggtgcatagatgttgggagagtcggtatagecgaccgttaccaagatttagctattctttg
gaattgtttgggggagttcagtccttcacttcagaaacgtttatttcagaagtacggaatagacaatccagacatgaacaagttgcagtttcacttaatgttggacgaatttttcta
a

> oNrs
atgggeaccacattagatgacaccgcatatcgttaccgtacatcecgtcccaggagacgecgaagctattgaggceacttgacggatcattcacaaccgacacagtatttagagt
taccgctacaggtgatggattcacccttcgtgaggtgccagtagatccaccacttaccaaagtatttccagatgacgagagtgacgatgagagtgacgatggggaggacgg
agacccagactccagaacctttgtcgectatggagacgatggtgatttggetggtttegtegttgtctettactcaggatggaacagacgtttaactgtggaggacatcgaagtt
gctccagagcacagaggacatggggtaggacgtgctttaatgggattagetactgagttcgeccgtgagegtggagetggtcatttgtggttggaagtgactaacgtgaac
gcacctgccatacatgcataccgtagaatgggattcactctttgtggtttagataccgcattgtatgacggaaccgcatctgatggtgagcaagcecttatatatgtctatgecatg

cccttaa

Supplementary Figure 1. Sequences of de novo synthesised ORFs encoding antibiotic resistance markers.



Plasmids carrying cloNAT resistance marker
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Plasmids carrying hygromycin B resistance marker
pRS52 oH pRS53 oH pRss4 oH pRSSS oH pRS56 oH
S. cerevisiae K lactis B. bruxefiensis
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Plasmids carrying geneticin G418 resistance marker
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Plasmids carrying phleomycin resistance marker
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Supplementary Figure 2. Genetic analysis of yeast transformants by Southern blot of the undigested genomic DNA,
with digoxigenin-labelled probe hybridising to genes bla and ori present in the plasmid backbones. Each of the
membranes focuses on the combination of one yeast species (columns) and its replicative plasmids conferring resistance
to cloNAT, hygromycin B, G418, or phleomycin (rows). A/H = marker (phage A DNA digested with HindIII), p =
replicative plasmid isolated from E. coli, K = untransformed yeast strain, t1-t3 = three yeast transformants.



