The detailed sequence information of the MAT1-1-11 protein motif.

Motif 1
Name Start
Morchella_purpurascens_[QQL94647] 222
Morchella_sextelata_[QQL94614] 222
Morchella_importuna_[AVI61142] 222
Verpa_conica_No._21120 251
Verpa_conica_No._21117 231
Motif 2
Name Start
Morchella_importuna_[AVI61142] 126
Morchella_sextelata_[QQL94614] 126
Morchella_purpurascens_[QQL94647] 126
Verpa_conica_No._21120 156
Verpa_conica_No._21117 136
Motif 3
Name Start
Morchella_sextelata_[QQL94614] 366
Morchella_purpurascens_[QQL94647] 366
Morchella_importuna_[AVI61142] 367
Verpa_conica_No._21120 393
Verpa_conica_No._21117 373
Motif 4
Name Start
Morchella_purpurascens_[QQL94647] 24
Morchella_importuna_[AVI61142] 24
Morchella_sextelata_[QQL94614] 24
Verpa_conica_No._21120 51
Verpa_conica_No._21117 31
Motif 5
Name Start
Morchella_purpurascens_[QQL94647] 291
Morchella_sextelata_[QQL94614] 291
Morchella_importuna_[AVI61142] 291
Verpa_conica_No._21120 320
Verpa_conica_No._21117 300
Motif 6
Name Start
Morchella_importuna_[AVI61142] 76
Morchella_sextelata_[QQL94614] 76
Morchella_purpurascens_[QQL94647] 76
Verpa_conica_No._21120 103
Verpa_conica_No._21117 83
Motif 7
Name Start
Morchella_sextelata_[QQL94614] 455
Morchella_importuna_[AVI61142] 456

Morchella_purpurascens_[QQL94647] 455
Motif 8
Name Start
Morchella_sextelata_[QQL94614] 342
Morchella_importuna_[AVI61142] 343
Morchella_purpurascens_[QQL94647] 342
Verpa_conica_No._21120 371
Verpa_conica_No._21117 351
Motif 9
Name Start
Morchella_sextelata_[QQL94614] 176
Morchella_importuna_[AVI61142] 176
Morchella_purpurascens_[QQL94647] 176
Verpa_conica_No._21120 206
Verpa_conica_No._21117 186

p-value 7]
2.01e-61
2.33e-61
1.28e-60
3.54e-55
3.54e-55

p-value
2.73e-60
1.31e-59
6.27e-56
1.22e-50
1.22e-50

p-value
5.79e-62
1.76e-58
3.64e-57
1.32e-45
1.32e-45

p-value
5.75e-57
2.13e-56
2.75e-55
3.01e-50
3.01e-50

p-value
1.93e-58
1.99e-56
1.78e-53
6.08e-46
6.08e-46

p-value
2.60e-56
5.78e-55
2.41e-51
2.33e-42
2.33e-42

p-value
7.68e-64
1.17e-63
2.64e-62

p-value
2.60e-29
2.60e-29
3.80e-28
2.20e-19
2.20e-19

p-value
4.60e-33
1.96e-32
2.03e-31
1.27e-25
1.64e-25

Sites
GPLATSLASE WYRNYKL M ADEQEWRNSCRF
GPLATSLATE WYRNYEL M ADGQEWRNLCRF
GPLATSLASE WYRNYEL M ANEQEWRNLCRF
SPITLSIARE WYKNYEINMANDEREWRKLCFF
SPITLSIARE WYKNYEINMANDEREWRKLCFF

L FETMLCWFENSRRRILSDI SIR
L SFETMLCWFENSRRRILSDI SIR
L SFETMFCWFENSRRRILSDI SIR
LT FDTMLDWFTKARCRINSDTRAIR
LT FDTMLDWFTKARCRINSDTRAIR

GFKAIIDKQI
GLKAIIDKQI
GLKAIIDKQI
AFKVIVDKAM
AFKVIVDKAM

Sites
EEKIQKLQHN YTEDIWVAIADL EFLIFACFVNQI RDDTLDEKTLYSARN LADS E AGIALADLRA
EKKIQKLQHN YTEDIWVAVADL EFLIFACFVNQI RDDTLDEATLYSAQN LIDS E AGIAFADLRA
EXKKVQKLQHN YTEDIWVAIADL EFLIFAYFVNQI RCDTLDEETLYRAQN LADSS E AGIAFADLRA
LKILQTSIFK GEENIRVAIAEA EFLLFATFINQL RDDFFDDDTLQCATS LEDS = VE AAHALSGLRV
LKILQTSIFK CEENIRVAIAEA EFLLFATFINQL RDDFFDDDTLQCATS LEDS VE AAHALSGLRV

Sites
CTIDGNMKQA Q 'IIGRIFEAFTGTADFCMNVILRSDRLGCYEEKVFAQKSEKEFNIRYLS AVGEFLGOMR
CTIDGNMKHA Q TIGRIFEAFAGTADFCMNVILRSNRLGGCEEKLFAQKSEKEFNIRYLS AIGEFLGORR
CTIDGNMKQI Q IIGRIFEAFTGTADFCMNAIL SDRLGGYEEKVFAQKSEKEFNIRYLS AVGEFLGOMR
DSINPSIQEI QRLIKVIFESFATTAALSMKIILRD GLDEVQEITSSQ SEREFNTRYLR YNVPVLNIVS
DSINPSIQEI QRLIKVIFESFATTAALSMKIILRD GLDEVQEITSSQ SEREFNTRYLR YNVPVLNIVS

Sites
EATITPRKTT NRREAINQIRNVLCQVKNDLAYK
EATITPRKIT SRREAINKIRNVLCQVKNELAYK
EATIIPRKTT SRREAISQIRNVLCQVKNDLAYK
LLTFIVANVS NRRKAIDRVVETLSQIRNELAVK
LLTFIVANVS NRRKAIDRVVETLSQIRNELAYK

RAV DAKIRDIAIFATRVLRRFRIKE LKRAIIDEKL
RAV DAKVRDVAIFSTRVLRRFRIKE LKRDSIDERL
RAV DAKVRDVVIFSTRVLRRFRIKE LKRASIDERL
AITDAKIRDVLLFALRVVRCFRVKY LRIKNLDETL
AITDAKIRDVLLFALRVVRCFRVKY LRIKNLDETL

Sites
IRDDSVVTKL NKGISMDEKRGETEKLDTLLADMI EVDRLGSELEMKAFT F SRA QNHSPIKLQC
IRDDSVVTKL NKGISMDEKRGETEKLDTLLADMI EVDKLGSQLEMKAFT QF SCT ONHSPIKLQY
IRDDSVVTKL NKGISMDEKRGETEKLDTLLADMI EVDKLGSQLKMKAFT ~SF ASCT PONHSPIKLQ
MKAKEVLAGF QKGQVKDDTRRDIE INDLLKALILEVEGFGSLVKIR FS ~ F  SRA ENKSPINLEY
MKAKEVLAGF QKGQVKDDTRRDIE INDLLKALILEVEGFGSLVKIR FS ~ F  SRA ENKSPINLEY

Sites
LRRFRIKELK RDSIDERLDF
LRRFRIKELK RASIDERLDFR
LRRFRIKELK RAI IDEKLDF
VRGFRVKYLR IKNLDETLDFY
VRGFRVKYLR IKNLDETLDFY

IADIYSLCG QVKSLLCAQSNLVRDLRYLEEKIQKLQ N YTEDIWVAIA
IADIYSLCG QVKSLLGAQSNLVRDLGYLEKKIQKLQ N YTEDIWVAVA
IADIYSLCLQIKSLLGAQS ILARDLC YLEKKVQKLQ N YTEDIWVAIA
LVNI NLCRQIFSLFELQKKFTKSLRDVAIELKILQTS IFKGEENIRV

LVNI NLCRQIFSLFELQKKFTKSLRDVAIELKILQTS IFKGEENIRV

Sites
PETRDLVLRD R ' SQILTCIFDAFGSLSEAEEEYLLCIT L MSLEEI EWFQK SAKLQ RDNPEK
PETRNLILRD R SQILTCIFDAFGSLSEAEEEYLLGIT L MSLEEI EWFQK SAKFQ NDKLEK
SETRGLFLRD R NSQILTCIFDAFGSLSEAEEEYLLCVT L MSLEEI EWFQK SAKLQ SGNREK

Sites
PQFPPSCTPQ N''S IKLQYWVSDTCTIDGNM KQAQHI IGRI
SFPPASCTPQ N'S IKLQYWVSDTCTIDGNM KQIQHI IGRI
PPFPPSRAPQ N''S IKLQCWVSDTCTIDGNM KHAQHTIGRI
PPFPPSRAPE NKS INLEYRISDSIN SIQE IQRLIKVIFE
PPFPPSRAPE NKS INLEYRISDSIN SIQE IQRLIKVIFE

Sites
NHLIDSPHPE AGIAFADLRAARQVEKELQKLSYGEGL T VSKVIKLGPL
NHLADSPHPE AGIALADLRAARQVEKEFQKMN GECL T VSKVIKLGPL
NHLADSSHPE ACIAFADLRAARQVEKELQKMSYDKGL T VSGVIKFGPL
SHLEDSPHVE AA ALSCLRVALSVSKELEKKDCREN TV SSPTKLSPIT
SHLEDSPHVE AA ALSCLRVALSVSKELEKKDCRET TV SSPTKLSPIT



Motif 10

Name Start
Morchella_sextelata_[QQL94614] 420
Morchella_importuna_[AVI61142] 421

Morchella_purpurascens_[QQL94647] 420

p-value
2.93e-36
1.22e-35
1.79e-30

Sites
NIRYLSAVGE FLGQMRF KVFEAIN DEFDSEELT ETR DLVLRDRHHS
NIRYLSAVGE FLGQMRF QVFEAIN DEFGSKELT ETR NLILRDRHHS
NIRYLSAIGE FLGQRRF KAFEAIN DELDSKGLTSETR GLFLRDRHNS



