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Figure S1. Average number of protein-coding transcripts. Bar graph showing the average number of 

protein-coding transcripts for each tissue and library preparation. Each bar is an average of the two 

horses. 

Table S1: Number of lncRNA Used in Correlation Analysis by Tissue and Library Preparation 

 

Table S2: lncRNA Removed in Biologic Replicate Correlation, Table S3: raw output from edgeR analysis 
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Figure S2: Bar graphs showing delta Cq in parietal lobe and liver for four lncRNA transcripts Bar 

graphs showing delta Cq in parietal lobe and liver for four lncRNA transcripts. Each data point represents one 

horse. ACTB was used as the reference gene. 

 

Figure S3: Principle component plot of the lncRNA expression. Principle component plot of the lncRNA 

expression from each tissue/library preparation for each horse 
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Figure S4: Correlation plots for lncRNA expression in AH2 with annotated transcripts, Correlation plots for 

lncRNA expression in AH2 with annotated transcripts. The x-axis indicates expression of the individual lncRNA 

in the poly-A
+

 selected library. The y-axis shows expression of the same lncRNAs in the rRNA-depleted library. 

A) Liver B) Parietal Lobe of the Cerebrum. Spearman correlation (r) and p-value in bottom right corner. 

 

Table S4: lncRNA annotated as snoRNA for each horse, tissue, and library preparation method. 
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Figure S5:  Correlation plots for lncRNA expression in AH2 with RefSeq annotated lncRNA. 

Correlation plots for lncRNA expression in AH2 with RefSeq annotated lncRNA. The x-axis indicates 

expression of the individual lncRNA in the poly-A
+

 selected library. The y-axis shows expression of 

the same lncRNAs in the rRNA-depleted library. A) Liver B) Parietal Lobe of the Cerebrum. Spearman 

correlation (r) and p-value in bottom right corner. 

Table S5: qRT-PCR primer sequences. 

 


