Cancer transcriptome panel

Order 1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20
Pathway ARGI MAGEA3 AKT2 ILIB S10047 CLEC5A WIFI TREMI DEFBI GAGEI CALML3 CXCL8 CRP APOA2 FCERIA LCN2 PGF HOXA9 FLT3 ILI3RA2 SUM Perg
IMAPK Si li ar ar ar ar 4 20
INeutrophil Degranulation aF - A 4 20
(S)ither' .lnterleukin + + 4 20
EMT + 3 15
Epigenetic Modification a4 s i 3 15
IGPCR Signali aF aF ar 3 15
[Host Defense Peptides + + + 3 15
Insulin Signali aF aF + 3 15
(Oxidative Stress + + + 3 15
IPI3K-Akt Signali S + + 3 15
Senescence + + + 3 15
TLR Si; li aF aF A 3 15
(Cancer Antigens + + 2 10
(Cell Adhesion & Motility + + 2 10
IChemokine Signaling + + 2 10
Dendritic Cells + ain 2 10
[Estrogen Si < 9 2 10
IGlioma aF aF 2 10
WAK-STAT Signali aF ar 2 10
Leukemia aF + 2 10
[Myeloid Inflammation + + 2 10
INF-kB Signali ar a 2 10
INK Activity is + 2 10
INLR Signali ar S 2 10
ITNF Signali F = 2 10
IWnt Signaling + + 2 10
?:;i:s(:’:;ctid Synthesis & + 1 5
IAMPK Signali ar 1 5
|Apoptosis + 1 5
|Arginine Metabolism + 1 5
|Autophagy + 1 5
[BCR Signali ar 1 5
Cell Cycle - 1 5
ICompl System + 1 5
Differentiati ar 1 5
IDNA Sensing + 1 5
IERBB2 Signali ar 1 5
IFoxO Signali aF 1 5
IGlycan Sensing + 1 5
IHIF+ Si li ar 1 5
[IL-+ Si: li ar 1 5
ILipid Metabolism “F 1 5
ILymphocyte Regulation + 1 5
Melanoma + 1 5
mTOR Signali ar 1 5
[p53 Signali + 15
[Phagocytosis + 1 5
PPAR Si li Tr 1 5
[Prostate Cancer + 1 5
IRNA Sensing + 1 5
T cells ar 1 5
[TCR Signali ar 1 5
[TH+7 Differentiation + 1 5
IVEGF Signali ar 1 5
|Vitamin & Cofactor 1 5
Metabolism
SUM 4 1 31 11 3 3 1 3 1 1 4 10 1 4 1 5 3 1 5 3
Perc 7.3 1.8 564 200 55 55 18 55 18 18 73 182 1.8 73 18 9.1 55 18 91 55
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