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G L CG TATCGG ATTACTG GGCGT
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GC GTGC GCAG GCG GTTGT GC

90 100 110
GACCGATGTG TCCCCGGG CT

TGAMTTGCATTGGTGACTGCACAGCTAGAGTGTGTCAG

=000 A WM W W\NMWWWU\W/\WW\/

130 140 150 160 170 130 190 210 230
GGOAGGTAGAATTCCACGTG TAGCAGTG TGCGTAGAGAT GTGGAGGAATACCGATGGCGAAGGCAGCCTCCT GGG T

C CTG ACGCTCATGC CG GCGTGGGG AGC
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250 260 270 280 290 300 310 320 330 340 350
GATACCCTGGTAGTCCACGCCCT CTAGATGTTGGGGATTCATTTCCTTAGTAACGT AGCTAGCGUCGTGAAGI T GACCGCCTGGGGE AGCACTGT CGC

CGATGTC

GATT CTCAGAG
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370
GAATTG CGGGG CCCGTTC

430 440 430 460
GCGGCGG TC TGTGG T TT C GC TC TGT CCTAGG G CTTTTTCTTT TCAGC

480 490
TGCGTCTTCTGT TTTCTTGGTG G GI'T

500 510
GG G AGAAGAGGGGITTITTTGGCI T GA TCC TAATATTTATT TCATC
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520 530 540

550 560 570 580 590 600 610 620
CCACGEAI TTGGGGGEGW GG CCGTCT TTCTTTTTTGAGAATTIT

TAGTTTTGEEATCT GAGTCTCCCCATG




File: 383 518F.abl Run Ended: 2020/2/18 0:20:42 Sgnal G:929 A:1197 C:1390 T:1368
Sample: 383_518F Lane: 16 Base spacing: 16.918411 1405 bases in 19397 scans Page 2 of 2

630 640 650 660 670 680 690 700 710 720 730 740
GGGAGMATCATTT CCTCCCTTTATGTT ATAC TAACTT GA GG TTTCCCCCCCAGGCTACATTGQAC A TCCGTTTTTTAGGG GGG GGG GGG TTACCGGGGAGTT AT A CTTT CTTT
.
750 760 770 780 790 800 810 820 830 840 850 860

TGTTTICGICCC CTCIT CTTTGCTGG TIAAGGGCGIGG TAAGGIGGT GETC AG GA GAGAGGGG GIGIT TTTT A CCACCTCCGGGGT TTATTTCC C CACT COTCTTATITAG
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870 880 890 900 910 920 930 940 950 960
GITTTTTT TTITGTGG G GITGA TG GEEGGGEGE GG TTTITT TTTTC TCTCTCTCT C GGTGG AC TGCCTT ATT T GGGGTGG GHGTG AGGCCCCCCCCTT GGGGG G ATA T

970 980 990 1000 1010 1020 1030 1040 1030 1060
TT CC GGGGGGTG TTCGGGGE GGGGEGE GGGTATTTTT TT TT TAM TTTG TTA TGTTTG CCGACAC CCCCCGCTCCT GGG GGGG G GTT TGG
1070 1080 1090 1100 1110 1120 1130 1140

TTTTTATGT T TG GCGTGAT GATAT AT TTT TTT CT GAT TT CTT TATGGG GGT GGG GGG G CCCTTTT TTT T TTTTT




