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File S2: Linear and nonlinear protein binding equations 

Linear protein binding 

CEFt = CEFu + CEFt × b (Eq. S1) 

where CEFt stands for total ceftriaxone concentration (mmol/L), CEFu stands for unbound ceftriaxone con-

centration (mmol/L), b stands for the linear protein binding constant.  

Nonlinear protein binding 

𝐸𝐹𝑡 = 𝐶𝐸𝐹𝑢 + 𝐶𝐸𝐹𝑢 ×
(𝐵𝑚𝑎𝑥 × (

𝐴𝐿𝐵
𝑚𝑒𝑑𝑖𝑎𝑛 𝐴𝐿𝐵)

ℎ

)

(𝐵50 + 𝐶𝐸𝐹𝑢)
 (Eq. S2) 

where CEFt stands for total ceftriaxone concentration (mmol/L), CEFu stands for unbound ceftriaxone con-

centration (mmol/L), Bmax stands for maximum binding capacity (mmol/L), ALB stands for albumin con-

centration (mmol/L), median ALB stands for the median albumin concentration (mmol/L) in the study pop-

ulation, h stands for Hill coefficient, and B50 stands for dissociation constant (mmol/L). 


