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Table S1. Parameters of the protein binding models used to predict unbound ceftriaxone concentrations.

Fixed protein Capacity Binding affin- Maximum bind- Hill coef- Dissociation

. . Constant ity constant ing capacity ficient constant
binding (nP) (Kar) (Bmax) (h) (B50)
Fixed average protein binding 89.5 % - - - - -
Estimated saturable concentra-
tion-dependent protein binding, - 517 umol/L 0.0367 L/umol
Eq.4

Predicted protein binding,
present study, Eq. 2
Predicted protein binding,
Bos
Predicted protein binding,

Leegwater

- - - —0.64 mmol/L 0.26 1.09 mmol/L

- - - 0.12 mmol/L 1.3 0.0092 mmol/L

- - - 113 mg/L 0.0399 11.5mg/L




