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__2: NR 115953.1 Bacillus aryabhattai B3W22 165 ribosomal RNA partial sequence
x| NR 1126361 Bacillus megaterium NBRC 15308 ATCC 14581 165 ribosornal RMA partial sequence
I NR 117473.1 Bacillus magaterium strain ATCC 14581 185 ribosomal RMA partial sequence
NR 043401.1 Bacils megaterium strain 1AM 13418 165 ribosomal RNA partial sequence
NR 116873.1 Bacillus megaterium strain ATCC 14581 165 riboscmal RNA partial sequance
— Isolate 1
NR 1189621 Bacillus megaterium strain DSM 32 165 rib | RMA partial
MR 118382.1 Bacillus flexus strain SBMP3 163 ribosomal RNA partial sequence
NR 1648682.1 Bacillus zanthooryll strain 1433 165 ribosomal RMA partial sequence
MR 133978.1 Bacillus gi i strain G19 185 il RMA partial
MR 1184421 Bacillus aryabhattal BEW22 165 ribosomal RMA partial sequence

{ MR 0246911 Bacillus flaxus strain IFO15715 165 ribosomal RMA partial sequence

| NR 1138001 Bacillus flexus strain NBRC 15715 165 ribosomal RNA partial sequence
L NR 1357321 Bacilus paraflexus strain RCZ 165 ribosomal RNA partial sequence
| ~ NR 168045.1 Bacillus iocasae strain S35 165 ribosomal RNA partial sequence
T ey NR 108506.1 Bacillus eiseniae strain A1-2 165 ribosomal RNA partial sequence
MR 0413771 Bacillus pocheonensis strain Geod 420 165 ribosomal RNA partial sequence
NR 1636431 Bacilus alkalitolerans strain T3-209 165 ribosomal RNA partial sequence
@ ._|: NR 104566.1 Bacillus circulans strain ATCC 4513 185 ribosomal RNA partial sequence
08 NR 112632.1 Bacillus circulans strain NBRC 13626 165 ribosomal RNA partial sequence

NR 1156031 Bacillus simplex NBRC 15720 DSM 1321 1685 ribosomal RMA partial sequence

Figure S1. Phylogenetic tree showing the relative position of isolates 1 (Bacillus megaterium) based
on 165 rDNA sequences, using the neighbor-joining method.
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L] MR 043420.1 Pseudomonas fluorescens sarain IAM 12022 165 ribosomal AINA partial sequence
— L NR 1157151 Pssudomaonas flugrescens strain CCM 2115 165 ribosomal RNA partial sequence
«| MR 0249081 Pseudomonas orientals sirain CFML 96-170 165 ribosomal RNA partial sequence
| MR 025586.1 Pseudomonas antarctica strain CMS 38 165 ribosomal RNA partial sequence
w — M 025587.1 Pasudomonss mandiana sirain CMS 38 165 ribosemnal ANA partial sagquance
MR 0289871 Pseudomonas trivialis strain P 513/19 188 ribesomal RNA partial sequence
MR 028986.1 Psewdomonas poss strain P 52713 165 ribosomal RMNA partial sequence
MR 1148111 is 14-3 16 il ANA partial sequence
1 partial sequence

13
[ T sl "Roweniew sirain CIF 104864 18
4 b NR 025302.1 Pseudomonas grimantii strain CFML 97-514 165 ribosomal RNA partial sequence

# ——— NR 0287061 Pseudomanas veronil strain CIF 104663 165 ribosomal RNA partial sequence:
L nR o251 is 3447 165 ribasomal RNA partial sequence
" NR 0438351 Prewdomonas chiororaphis subsp. aurantiaca strain NCIB 10068 165 ribosomal RNA partial sequence
MR D42935.1 Pseudomenas chiororaphis subsp, aureofaciens sirain DSM 6698 165 ricasomal RNA partial sequence
HR 0249271 Pseudomonas migulae strain CIP 105470 165 ribosamal RNA partial sequence

| n R 0255881 Pseudomonas proteolytica strain CMS B4 165 ribosomal RNA partial sequence
| L - NR 0261031 Pasutiomanas bramneri strain CFML 07-301 165 ribosamal RMA partisl secuence.
» [ NR 0249281 Pseudomonas gessardil strain CIP 105489 165 rbosomal RNA partial sequence

wl |: MR 024901.1 Pseudomonas Bbarensis strain CIP 305450 165 ribosomal RNA partial sequence
L MR 0424281 Pseudomonas synoantha strain 1AM 12356 165 ribosomal RINA partial sequence

Figure S2: Phylogenetic tree showing the relative position of isolates 2 (Pseudomonas fluorescens)
based on 165 rDNA sequences, using the neighbor-joining method.

NR 136501.2 Pseudomanas donghuensis strain HYS 185 ribosomal RNA complate sequance
L nmiE777EA i is strain ID2 165 ri RMA complete
NR 0433131 Pseudomonas vrancvensis strain 282 165 ribosomal RNA partial sequonce
NR 165748.1 Pseudomonas hutmensis strain XWS2 165 ribosomal RMA partial sequence:
NR 1634111 Pseus i vsig strain JJ3 165 il RMA partial seq
NR 040802.1 Pseudomonas asplenii strain ATCC 23835 165 ribosomal RNA partial sequence
| L] Isolate 3
NR 043424.1 Pseudomaonas putida strain 1AM 1236 165 ribosomal RNA partial sequence
B NR 114479, Pseudomonas putida strain ATCC 12633 165 ribosomal RNA partial sequence
L] NR 113851.1 Pseudomonas putida strain NBRC 14184 185 ribosomal RNA partial sequence
3 ——— NR 0258811 Pseudomonas oryzihabitans strain L-1 185 ribosomal RNA partial sequence
| e NR 157777 i is strain 1D3 165 ri al RMA partial sequence
NR 1634291 Pseudomonas aestus strain CMAA1215 165 ribosomal RMA partial sequence
NR 115610.1 Pseudomonas fulva strain IAM1529 165 ribosomal RMA partial sequence
NR 024910.1 Pseudomonas monteilii strain CIP 104883 165 ribosomal RNA partial sequence
NR 112073.1 Pseudomonas montellii strain CIP 104883 165 ribosomal RNA partial sequence
NR 024662.1 Pseudomonas plecoglossicida strain FPCS51 165 ribosomal RNA partial sequence
NR 0249241 Pseudomonas mosselii strain CFML 90-83 185 ribosomal RNA partial sequence
NR 1028541 Pse L48 188 RNA partial
_v{: NR 115336.1 Pseudomenas entomophila LAS 165 ribosomal RNA partial sequence
MR 125523.1 Pseudomonas chengduensis strain MBR 165 ribosomal RNA partial sequence
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Figure S3: Phylogenetic tree showing the relative position of isolates 3 (Pseudomonas putida) based
on 16S rDNA sequences, using the neighbor-joining method.

NR 1144711 Psewdomonas aeruginosa stradn ATCC 10145 165 ribosomal RNA partial sequence

NR 1135001 P i strain NBRC 12689 165 RNA partial sequence
NR 1176781 as I strain DSM 50071 165 RMNA partial

Isolate 4

NR 0260781 Psoudomanas aeruginasa strain DSM 50071 165 ribosomal RNA complete sequence
NR 112062.1 strain ATCC 14235 165 ribosomal RNA partial sequence
NR 0432891 otitidis strain M 165 il RNA partial

R 0434139 hpened SIaIN LAM 12411 165 ribosornal RNA partial seguéence
R 103934.2 Pseudomanas stutzer ATCC 17588 LMG 11189 185 RMA complete

NR 116904.1 Pseudomonas benzenivorans strain DSM 8628 165 ribosomal RMA partial sequence
NR 0434211 P docina strain NCIB 10541 165 ribosomal RNA partial sequence
NR 125523.1 Pssudomonas strain MBR 165 RMA partial sequs

NR 1217331 i B13 165 RMA partial sequence

NR 041702.1 Psev il B13 165 RNA partial

NR 026533.1 Pseudomonas citronefiolis strain DSM 50332 165 ribosomal RNA partial sequence
NR 112065.1 Psoudomonas: citroneliols strain ATCC 13674 165 ribesomal RNA partial sequence

Figure S4: Phylogenetic tree showing the relative position of isolates 4 (Pseudomonas aeruginosa)
based on 165 rDNA sequences, using the neighbor-joining method.

MR 0261911 Arthrobacter pascens strain DSM 20545 165 ribosomal RNA partial sequence
MR 0415451 Arthrobacter oryzae strain KV-851 165 ribosomal RNA partial sequence

MR 026190.1 Glutamicibacter nicatianae strain DSM 20123 165 ribosomal RMA partial sequence
MR 1143811 Zhihenglivella flava strain H85-3 185 ribosomal RNA partial sequence

MR 118649, Micrococcus termeus strain VIM1 185 ribesomal RNA partial sequence

NR 116270.1 Citri iensis sirain FS24 165 ribosomal RNA partial sequence

MR 1326661 Citricoceus yambaruensis strain P59 165 ribosomal RINA partial sequence

MR 1175461 Citricoceus nitrophenolicus strain PNP1 165 ribosomal RMA partial sequence

MR 0257711 Citricoccus alkalitclerans strain YIM 70010 165 ribosomal RMA partial sequence
MR 025488.1 Citricoccus muralis strain 4-0 185 ribosomal RNA partial sequence

MR 1171941 Micrococcus cohnii strain WS4B01 165 ribosomal RNA partial sequence

NR 026200.1 Micrococcus lylae strain DISM 20315 165 ribosomal RNA partial sequence

MR 025285.1 Micrococcus antarcticus sirain T2 165 ribosomal RNA partial sequence

NR 0438811 M flavus strain LWa 165 ribosomal RNA partial sequence

MR 134088.1 Micrococcus aloeverae strain AE-6 165 ribosomal RNA partial sequence

MR 116578.1 Micrococcus yunnanensis strain YIM 65004 165 ribosomal RNA partial sequence
MR 0443651 Micrococcus endophyticus strain ¥IM 56238 185 ribosomal RMA partial sequence
MR 1146731 Micrococcus luteus strain ATCC 4698 165 ribosomal RNA partial sequence
Isolate &

MR 075062.2 Micrococcus huteus strain NCTC 2865 165 ribosomal RMA partial sequence

MR 0371131 Micrococcus luteus strain DSM 20030 165 ribosomal RNA partial sequence

Figure S5: Phylogenetic tree showing the relative position of isolates 5 (Micrococcus luteus) based on
16S rDNA sequences, using the neighbor-joining method.

NR 0249101 Pseudomonas monteilii strain CIP 104883 165 ribosomnal RNA partial sequence
MR 112073.1 Pseudomaonas monteilil strain CIP 104883 165 ribosomal RNA partial sequence
MR 02456621 ida strain FPCA51 165 RMA partial

NR 1028541 il LAZ 165 ril RNA partial

MR 1153361 L48 185 i RNA partial sequence

NR 1694281 aestus strain CMAAIZ15 165 ribosomal RMNA partial sequence

MR 1095831 is strain LMTO3 165 ri RMNA partial

MR 0258471 Pseudomonas flavescens strain B62 165 ribosomal RMA partial sequence

MR 115115.1 Psev idlis strain AW-1188 ril partial

NR 103934.2 Pseudomaonas stutzer ATCC 17588 LMG 11199 165 ribosomal RNA complote sequence
MR 114072.1 Pseudomonas alcaliphia strain NBRC 102411 165 ribosomal RNA partial sequence

MR 115E741 I subsp. i is sirain R51 185 RNA
MR 1136171 Pseudomanas olecvorans strain NBRC 13583 165 ribosomal RNA partial sequence
MR 1158221 i strain PL-1 RHA partial
Isolate &
2 MR 1144781 strain ATCC BOG2 165 | RNA partlal sequence

= MR 113649.1 Pseudomonas mendocina strain NBRC 14162 165 ribosomal RNA partial sequence:
36 —— NR 1144771 Pseudamonas mendocina strain ATCC 25411 165 ribosomal RNA partial sequence
MR 0434211 strain NCIE 10541 165 ribosomal RNA partial sequence
— MR 169334.1 Pseudomonas khazarica strain TBZ2 165 ribosomal RNA partial sequence
6 —— NR 1357251 Pseudomonas guguanensis strain CC-G94 165 ribosomal RMA partial sequance

Figure S6: Phylogenetic tree showing the relative position of isolates 6 (Pseudomonas oleovorans)
based on 165 rDNA sequences, using the neighbor-joining method.
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NR 1148221 Acinetobacter calcoaceticus strain CIP 81.8 185 ribosomal RNA partial sequence
Wi 1148211 Acinetobacter calcoaceticus strain LMG 1046 165 ribosomal RNA partial sequence
NR 1133431 A is St7ain JOM BBA2 165 ribosomal RNA partial Sequence
WR 1191131 Aci DS 30006 CIP 81.8 185 ribosornal RNA partial sequence
MR 117618.1 Ach strain ATCC 23085 185 ribosomal RNA partial sequence
NR 114958.1 Ack icus strain ATCC 23065 165 partial
NR 1520041 Ack lac in NRRL B-41902 165 ribosomal RNA partial sequence
NR 117620.1 Acinetobacter baumannii strain ATCC 19606 165 ribosomal RNA partial sequence
NR 116845.1 Acinetobacter baumnannil strain CIP 70.34 165 ribosomal RNA partial sequence
NR 117622.1 Acis icus strain ATCC 17906 165 ribosomal RNA partial sequence
NR 117630.1 Ack tandaii strain [X5M 14970 165 ribasomal RNA partial sequence
NR 117193.1 Acinetobacter tjernberglae sirain DSM 14971 165 ribosemal RNA. partial sequence
NR 117628.1 Acinetobacter tjermnbergiae sirain DSM 14871 165 ribosomal RNA partial sequence
NR 134584.1 Aci seifertii strain LUH 1472 185 ribosomal RNA partial sequence
—— NR102814.1 Acinetobacter olaivarans strain DR1 165 ribosomal RNA partial sequence
57 L— NR 116030.1 Acinetobacter oleiverans strain DR 165 ribosomal RNA partial sequence
NR 1176211 Aci itti 21663 strain ATCC 19004 165 ribosomal RNA partial sequence

— lsolate 7
50— NI 0423871 Acinetobacter calcanceticus strain NCCB 22016 16S ribosomal ANA partial sequence

[ NR 1167741 Acinetobacter pitti DSM 21653 strain CIP 70.29 185 ribosomal RNA partial sequence
51— NR 117930.1 Acinatobacter pitti strain LMG 1035 165 ribosomal RNA partial sequence

Figure S7: Phylogenetic tree showing the relative position of isolates 7 (Acinetobacter calcoaceticus)

based on 165 rDNA sequences, using the neighbor-joining method.



