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Figure S1. Waterfall plot of Cignal 45-pathway reporter array. BS65.2N-KT HBECs were transfected
with CHRNA?7 siRNA or non-targeting siRNA and treated with or without NNK (10uM). Cells were
then co-transfected with various luciferase reporter vectors included in the Cignal 45-pathway
reporter array. Normalized luciferase activities were compared with those of NNK-untreated cells.
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Figure 4C - PD-L1

Figure S2. Uncropped images for all Western blot analysis with the indicated target proteins.



