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Table S1. Associations of epidemiological and clinical risk factors in stomach cancer (validation study and meta-analysis)

Validation study Meta-analysis
Characteristics Model 1 Model 2 Model 1 Model 2
OR:= (95% CI) OR®? (95% CI) OR:= (95% CI) ORP (95% CI)
Smoking ¢
Never Reference Reference Reference Reference
Former 1.12 (0.86 -1.47) 1.36  (0.99 -1.87) 1.14  (0.94-1.38) 120  (0.95-1.52)
Current 1.79 (1.35-2.39) 1.70  (1.21-2.39) 1.85  (1.53-2.23) 1.76  (1.41-2.21)
p for trend 6.44x10° 0.24x102 5.37x1011 2.49x107
Alcohol consumption ¢
Never Reference Reference Reference Reference
Low 0.94 (0.74 -1.18) 0.84  (0.62-1.13) 0.86  (0.71-1.03) 0.89  (0.73 -1.08)

Mod 1.12 (0.84 -1.50) 1.00  (0.69 -1.46) 1.07  (0.87-1.33) 1.00 (0.78-1.29)



Heavy 1.40 (1.00 -1.96) 116 (0.77-1.75) 131 (1.04-1.67) 123 (0.92-1.64)

p for trend 3.38x102 4.67x10" 1.83x102 0.17

Fruit and vegetable intake ¢
Highest tertile Reference Reference Reference Reference
Middle tertile 141 (1.08 -1.83) 111 (0.81-1.53) 130  (1.09 -1.55) 1.05  (0.85-1.30)
Lowest tertile 121 (0.94 -1.56) 1.04 (0.76 -1.42) 1.07  (0.84-1.35) 094  (0.77-1.15)
p for trend 1.11x102 5.14x10 8.80x10 6.05x101

H. pylori infection (Hp)
Negative Reference Reference Reference Reference
Positive 3.47 (2.76 -4.35) 2.69 (2.08-3.49) 352  (3.00-4.13) 2.61 (2.18-3.14)
p for trend 6.83x10% 6.93x1014 2.41x10%3 5.25x10%

Gastric atrophy (GA)<
Negative Reference Reference Reference Reference
Positive 3.57 (2.80 -4.56) 250  (1.90-3.28) 340  (2.91-3.98) 252  (2.11-3.01)
p for trend 2.13x102 6.36x1011 1.93x10-% 1.67x102

ABCD stratification ¢

(Hp & GA) Group A [Hp(-) GA(-)]  Reference Reference Reference Reference
Group B [Hp(+) GA(-)] 4.50 (3.33 -6.08) 436  (3.17-5.98) 448  (3.60-5.57) 438  (3.48-5.52)
Group C [Hp(+) GA(+)] 6.36 (4.62 -8.74) 6.27  (4.49 -8.76) 700  (5.61-8.74) 713  (5.55-9.15)
Group D [Hp(-) GA(+)] 17.96 (9.21-35.01) 15.62  (7.74-31.53) 11.73  (5.52 -24.95) 11.10  (6.43 -19.18)
p for trend 2.85x10%7 1.12x10-%2 6.44x10% 7.43x1067

OR, odds ratio; CI, confidence interval. » Crude OR by the conditional logistic regression model. For Fruit and vegetable intake, ORs were adjusted by energy intake. ® For smoking and
fruit and vegetable intake, odds ratios were calculated by a conditional logistic regression model adjusted for age at first visit and family history of gastric cancer, smoking status, drinking
habit (alcohol drinking (ethanol (g/day)), energy-adjusted fruit and vegetable intake, energy intake, H. pylori infection, gastritis atrophy, and referral pattern. For H. pylori infection, gastric



atrophy, and ABCD classification, odds ratios were calculated by a conditional logistic regression model adjusted for age at first visit and family history of gastric cancer, smoking status,
drinking habit, energy-adjusted fruit and vegetable intake, energy intake, and referral pattern. ¢ Subjects with unknown status are excluded from each analysis.

Table S2. Associations with Asian GWAS- identified susceptibility polymorphism in stomach cancer risk (validation study and meta-analysis)

Reference Chromosome  Position Genes SNP Genotypes Validation study Meta-analysis
in/near Risk/non- (case/control=795/795) (Derivation and Validation studies)
region risk alleles Risk allele p for
OR 2 (95%CI), per allele OR 2 (95%CI), per allele
frequency heterogen
in controls p p eity
Abnet CC, et al [1] 1q22 155192276 MUC1 rs4072037 G/A 0.816 1.12 (0.93 -1.35) 1.23 (1.03 -1.48) 0.157
2.27x101 2.51x10-2
Abnet CC, et al [1] 10923 94306584 PLCE1 rs2274223 G/A 0.727 1.11 (0.95 -1.30) 1.10 (0.99 -1.23) 0.83
1.79x10 8.26x10-2
HuN, etal. [2] 5p13.1 40790449 PRKAA1 rs10074991 G/A 0.436 1.24 (1.07 -1.43) 1.21 (1.10 -1.33) 0.638
3.70x10-3 1.55%x104
HuN, etal. [2] 6p21.1 41037763 UNC5CL 152294693 C/T 0.252 1.21 (1.03 -1.42) 1.18 (1.06 -1.32) 0.721
2.32x102 3.00x10-
JinGetal. [3] 6p21.1 40568389 LRFN2 rs2494938 G/A 0.677 0.92 (0.79 -1.06) 0.95 (0.86 -1.05) 0.502
2.48x101 3.31x101
JinGetal. [3] 7p15.3 21544470 DNAH11 rs2285947 G/A 0.340 1.01 (0.87 -1.18) 1.05 (0.95-1.17) 0.489

8.74x101 3.17x101
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OR, odds ratio; CI, confidence interval. 2ORs were adjusted for age and sex.
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