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= The quantification of the densiometric intensity of each western blot ADI1
band has been calculated from three western blot plots from three
independent experiments. GAPDH was used as loading control.
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The quantification of the densiometric intensity of each western blot ADI1
band has been calculated from three western blot plots from three
independent experiments. GAPDH was used as loading control.
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Colorimetric- Uncropped western blots
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Uncropped western blots
Figure-S4 B
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Colorimetric- Uncropped western blots
Figure-S4 B
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Uncropped western blots
Figure-S4 D
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The quantification of the densiometric intensity of
each western blot ADI1 band has been calculated
from three western blot plots from three
independent experiments. GAPDH was used as
loading control.
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Uncropped western blots
Figure-S4 D
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