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Supplementary Figure S1: Gene panel selection. After genes classification into two different
groups, upregulated and downregulated genes, they were analyzed with the online software
PANTHER and classified into different pathways. Genes were selected based on their function
in carcinogenesis (angiogenesis and cytoskeletal modulation) and inflammation and on their fold
change.
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Supplementary Figure S2: (A) Graph representing the body weight evolution between the
two mice groups for 100 days. Two groups of mice were used, with 3 mice per group. One group of
mice was given standard chow diet (control group), and the other group was given high-fat diet food
(HFD diet) for nearly 4 months. Every 10 days, the mice were weighted until the HFD diet group
mice weight twice the control diet group mice. (B) Photo representing one mouse of each group.



