
Supplementary Table S1. Time point-based Comparison of SDTGs (p < 0.05 and FC ≥ 2) distribution 

among sublethal IR doses 

 

Supplementary Table S2. Top SDTGs in BLD with an average fold change regulation larger than ten (Ave 

FC > 10 and p < 0.05) in all time points. 

 

*Denote genes that are unique to the 20Gy lethal dose (i.e., not significantly differentially regulated in 

any sublethal doses).  

 



Supplementary Figure S1. Significantly (Abs z-score ≥ 2 and -log p ≥ 1.3) modulated pathways in at least 

one time point from the analysis of SDTGs ( p ≤ 0.05 and Abs FC ≥ 2) at h2, d4, and d7 TPs in lethal 

(20Gy) and sublethal IR doses (1, 3, 6Gy). Color of squares ranges according to modulation intensity 

from dark blue for inactivation to dark red for activation prediction based on z-score values.  



 


