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Figure S1. Kaplan-Meier plots of time to treatment discontinuation following second-line (blue) or
third-line (red) therapy after Guardant360 testing. The shaded regions indicate 95% confidence in-
tervals. CI, confidence interval; MST, median survival time.
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Figure S2. Kaplan-Meier plots of overall survival following second- (A) or third-(B) line therapy in
patients who underwent Guardant360 testing: (1) patients with a clinically actionable genomic pro-
file who received matched therapy (blue); (2) patients with a clinically actionable genomic profile
who did not receive matched therapy (red); (3) patients without a clinically actionable genomic pro-
file (green); and (4) patients in whom ctDNA was not detected (brown). The shaded regions indicate
95% confidence intervals.



