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Figure S1. External profiles of selected grape berries. DAF: days after
flowering.

® w
v W

D



class.
1
57
67
[N [ (N N I [ ] I 2 TS-55
48
75
59
a0
63

-4

LI L] I I I LI L] 62

22888385838

a1
32
10
25

I I I I I I L] 2

52

73

49

|2

Figure S2. Heatmap and clusters of 83 volatiles in grape berries. Samples are
labeled as “TS-S1" to “TS-S5" and “US-S1’ to ‘US-S5', standing for grapes grown
in Turpan or Urumgqi (TS or US) and development stages (S1 to 5).
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Figure S3. Cluster dendrogram.
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Figure S4. The correlation value among gene modules and volatiles. Volatiles
were labeled by numbers consistent with Tables 52 and S3.
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Figure S5. KEGG enrichment of three gene modules.



