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Figure S3: Spearman correlation analysis of the enhancer RNA signature (eRNA). Corrplot of 
eRNA expression levels measured by RNA-seq in (A) colon cancer; 22 eRNAs (B) rectal cancer; 
19 eRNAs. The scale bar denotes correlation strength, with 1 indicating positive correlation (red) 
and -1 indicating negative correlation (blue). Only eRNA ENSR00000021608 was observed in 
common between colon cancer and rectal cancer. 
 
 


