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M I K N AV S L VT G GA S G L G URAT 20
ATGATCAAGAACGCCGTTTCCCTGGTGACCGGAGGAGCCTCTGGACTGGGCCGCGCCACC 60

M I K N AV S L V S R R S L W T G P R H...54aa..*
ATGATCAAGAACGCCGTTTCCCTGGTCTCCCGGAGGAGCCTCTGGACTGGGCCGCGCCAC

M I K N A V S L V T E P L D W A A P P...l0aa..*
ATGATCAAGAACGCCGTTTCCCTGGTGAC----GGAGCCTCTGGACTGGGCCGCGCCACC
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AGGCAGCGACGGGAGGGCTTGGAGTTCCAACTGGACACTTGGGCAACGGGGAAGCAAAAGAAAAAGCAGAGACAAAATTAA
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AGGCAGCGACGGGAGGGCTTGGAGTTCCAACTGGA-——————— CAACGGGGAAGCAAAAGAAAAAGCAGAGACAAAATTAA
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AGGCAGCGACGGGAGGGCTTGGAGTTCCAACTGG——————————— ACGGGGAAGCAAAAGAAAAAGCAGAGACAAAATTAA



Figure S2

>

Fold change to control

@)

Fold change to control

qPCR B qPCR
1.5 = 1.5
®le *E
3
1.0 o 1.0-
J S
=
0-5' g 0.5- .
o
- ** bl g b dkkk  kkkk
]

Y A s = SN = ’Lﬁ

R PR o 01%36 \,L,e O »
\l 90\) 6(‘,\)\)@\, $ \l ‘Q\N\ (Q‘N (5\14\ \00?\$
0 @V

gPCR D gPCR

2.51 —

* £ 20

2.0 " 5

1.51 2 15

1.01 *k g 1.0

' 5

0.5 < 05 .

&

0.0 T B & — 0.0 -
W \ SR
R e

d\\d @



Figure S3

A




Figure S4
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Table S1

Name

Sequence

nc RNA - 5'tRNA Met F

TGGTGTATGATGCACAAAAGTTT

nc RNA - 5'tRNA Met R

AACCTTTATAAATGGGGTATGAACC

COIlll -5 tRNA Gly F

TCACAATTTACTGATGAGGAGGA

COIlll - 5" tRNA Gly R

AATAGACCTTATGATTGGAAGTCAA

3’ tRNA Arg - 5' tRNA Asr

GAAGCGATTGATTGCAATTAGTTTC

3 tRNA Arg - 5’ tRNA Asr

CAATTATATCATTAACAGTGATATGCCTC

Ir RNA - 5" tRNA Leu(CUl

TCTAAATTTATTGCACTAATCTGCC

Ir RNA - 5" tRNA Leu(CUI

GTACGAAAGGACCAAATATCAAAA

ATP6 - 5’ COIll F

GAATCAGCTGTAGCTATAATTCAATC

ATP6 -5’ COIll R

GTTAATGGTCATGGACTATAATCCAC

nc RNA -5 COIF

ATCTATCGCCTAAACTTCAGCC

nc RNA -5 COIR

TTTGTAGAAAATAATCATTGTCGCG

nc RNA -5"ND6 F

GAAAAGAAATTTCTTTTTCATTAATCCCC

nc RNA -5 ND6 R

GCTAATGGATGAATTATATTTAGAAAAATAATGG

NDG6 - 5’ Cytb F

ATTGTAAAAATTACAAAATTATTTAAAGGACC

ND6 - 5 Cytb R

CATTATTGGCAATTTTAAATAGAGGATGG

nc RNA -5 ND4L F

CGATTAGAAACAAAACAAAATAGCCC

nc RNA -5 ND4L R

TTTTGATTTACAAGACCAATGTT

tRNA lle 3’ -nc RNA F

AGTTTTCTGCATTCATTGACTGA

tRNA lle 3’ -nc RNA R

AACTTTTGTGCATCATACACCAA

tRNA Leu(CUN) 3’ - ND1

CAAATAATTAATAACAAACTACCAATTAATGAC

tRNA Leu(CUN) 3" - ND1

TTAGTGCAATAAATTTAGAATTTATATATGTG

18S F TGGTCTTGTACCGACGACAG

18S R GCTGCCTTCCTTAGATGTGG

tRNA Asn_int F TAATTGAAGCCAAAAAGAGGCATATC

tRNA Asn_intR CTTAATTGGAATTTAAAATTCAATTATATCATTAAC
tRNA Met_int F AAAAAGATAAGCTAATTAAGCTACTGG

tRNA Met_intR TAAAAAGAAAAGGATTATAACCTTTATAAATGG
COIlll_intF CTGTATATCAATGATGACGAGATGTATC
COIlll_intR CTCATCGTAAACCAATAGTTACTGC

ND2_intF GGACATTAATTACAGTTACATCTAATTC
ND2_intR CTAAACCTATTCAAGCTCCTAACC






