>NONHSAT211839. 1
NONCODE TRANSCRIPT ID NONHSATZ211839. 1

NONCODE Gene 1D NONHSAG047182. 2
Chromosome chr7

Start Site 27114535

End Site 27122881

Strand +

Exon Number 3

CNCI Score -0. 0217088
Length 567

Assembly hg38

Other transcript Versions None
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tgcaattccaaggtgtcaagggectcggectectcaaaggaaggtgttaaaaatataagta

tgcaatcccaaggcgtcaacggegggtecttectcaaaggaaggtgttaaaaatataagta

gtgtgtctaaactgtcagggagccaaagtgtcaccttagagcaaaaacaaagccaaggga

gtatgtttaaactgtcaaggagccaaagtgtcaccttagagcaaaaacaaagccagggga

aaagggagaaatcaaaaagcactctgggccagggtggectcatgecataccaatggttttt

aaagggagaaatcaaaaagcactccgggeccagggtggectcatgecataccaatggttttt
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aacagcaaacacttgctccttatggcatat——tgcagagcaacttgaaagggggagetg
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ctttcteccteccaaactgetgacgega——ctcaccgecttectcagetaagecagetgeagg

ctttctccteccaaactgetgacgegactctcaccgecttectcagetaagecagetgeegg
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>NONMMUT056947. 2

NONCODE TRANSCRIPT 1D NONMMUT056947. 2
NONCODE Gene 1D NONMMUG035351. 2
Chromosome chr6

Start Site 52175234

End Site 52215076

Strand +

Exon Number 3

CNCI Score -0. 0679936
Length 2207

Assembly mm10

Other transcript Versions  NONMMUT056947.1 (old version)
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agcaaaaacaaagccaaggga—aaagggagaaatcaaaaa—gcactctgggecagggtgg

agcaaaaacaaagccaggggggaaagggagaaatcaaaaaagecactceccgggeecagggtgg

cctcatgcataccaatggtttttgtcatttatggetgggcaagatttatgactcecggegece
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