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Module membership vs. gene significance
 cor=0.71, p=1.9e−16

Module Membership in lightyellow module
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Module membership vs. gene significance
 cor=0.64, p=9.9e−13

Module Membership in lightyellow module
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Module membership vs. gene significance
 cor=0.65, p<1e−200

Module Membership in yellow module
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Module membership vs. gene significance
 cor=0.63, p<1e−200

Module Membership in yellow module
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Module membership vs. gene significance
 cor=0.59, p<1e−200

Module Membership in turquoise module
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