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Figure S1. Mature fully expanded leaves of NIL14, from which silenced HKT1 lines were obtained,
and of the salt tolerant line L2 [4] that was the wild parent of the RIL population from which NIL14
was obtained. L2 has now been reclassified as S. galapagense because of its leaf morphology [38-39].
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Figure S2. Means and standard errors for Na contents of leaf (L_Na), inflorescence (F1_Na), Fruit
(F_Na) and xylem sap Na concentration (X_Na) of the 16 reciprocal rootstock/scion graft combina-
tions involving non-silenced (Wt), single RN Ai-silenced lines for SgHKT1;1 (h1), SgHKT1;2 (h2), as
well as doubly silenced line at both loci (h1-h2) (For instance, Wt/h1 indicates wild type rootstock

and silenced SgHKT1;1 scion genotypes). Red and blue squares correspond to control and salinity
conditions, respectively.
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Figure S3. Means and standard errors for K contents of leaf (L_K), inflorescence (F1_K), Fruit (F_K)
and xylem sap K* concentration (X_K) of the 16 reciprocal rootstock/scion graft combinations in-
volving non-silenced (Wt), single RNAi-silenced lines for SgHKT1;1 (h1), SQHKT1;2 (h2), as well as
doubly silenced line at both loci (h1-h2). Red and blue squares correspond to control and salinity
conditions, respectively.



3 of 10

Int. J. Mol. Sci. 2022, 23, 5130

cu/iey-1y
U LY/ZY- kY
weu-Ly
MM

Luam

cynm
cU-Lynm

- L |

"

]

HH a

- o

. s

HH [ ]

- a

L] L |

- [ ]

- a

—a— a

- L]

. a

. a

- a
~ @ ©© o v
- & K 1 o
s < o < o
S T

MEN

9.88
7.421
4.97
2,52

cu/iy
Wiy
L4/Ly
cu-Ly/Ly
Lu/ey
wfey
curey
cu-Luiey
Lurey- 1y
A AL
cU-Luzy-Ly
Weld-Ly
MM
Lyam
cuim
ZU-Lupm

am

||

™

| |

L ] [ ]

a

| I |

e

| ]

[

- ]

HH a

am

- a

-

- a

@ - ® W ©

8 ® b & 28

-~ o o o 0.
MEN 4

- =

" g

-y

- 8

HH [s

- 8

—— a

- a

—a N
— ——

- o

L ar

-

- ]

L o] a

- [ ]

© T N o

S @& 8 &3 3

N ~ «~ © g
M'EN |4

B>y
PE38 &
= 53 .9
~ oS =
£z o2
558 &
N —_—
N_ S50 >
— O =
=g 3 e
~ 8 »n =
vg a3
£cn8 9
2EgT
n O T 7
g 2=
£ .50
o S5 5
= &K B
g tbx £
o p— O
~ & I o
¥ S X9
: Q
zu/ly S & T
Ly 422§
Lu/Ly 28 &
Zu-1Luy S @3
Lu/Zy S oK &
wzy T 22X 8
zuizy S =T o
Zu-Lusey o g e
bu/izy- LY T2 .S
Zuiey-1y S0 &
gwiuziy X 9 o, °
wed-Ly S = m =
LI Z e 2=
Lyam «m v TS T
zuam =58 g
TU-Lunm pl e
c°87%
507 &
s < mN_/
§7424
X0 E
o O Wi R
&0
5 823
zuily = o
L cEa%
bu/y £z 8
Zu-Lu/Ly 3 LS8
bufzy SET o
HANE S
hT 552
zutuzy o 52T E
Lu/zu-1y Sz feg
u/zy-Ly 1 E 3 o
ZHIURYIY R 8
IMZU-LU
IMIM
LuAm
Zupam
ZU-LuAm

Ve o« - AL ree o Zuy
- e WY ——— WY
- w FRULY w—— /Ly
- e LU LWY —— ZuLuLy
e v HIURZY ——— w/zy
-— - wzZy .- wzZy
vt . Zwzy et | ZU/ZY
e o lzulwzy ——ea—t—t ZuLuzy
- o FLWZULY — ZY Y
a— v lZUZYIY ——— ZuzwLy
- e U WYY — ZU-LUZY- LY
— o WZU LY —e—e—  IWZWLY
e - MM .t et IMIM
- — am —— um
] el Zumm -t L ZUM
- -k ZU- LUAM - —_— Zu-uam
8 R 8 8 =% 3 88 8 53 8 R
= o =) o ) w T ¢ o O N -
% v M4 B00L/BW jose2g
ey - - v FZUIY
r.— o -N,.h\\”u - W WY
= e - i H\”u:z
- - o
-
i — e wZy
- zu/ey
= wﬁ”_ﬁ: —— ulZu-LuZy
- - FLuzuLy
- xee  FINTHEIY — - ZUIZY I
e w  |ZWZWI —— oo fZU LYY
— - 24 LWZY LY —— W FWZULY
ot e BWZULY e w BMAM
- - BMAM - Luam
o e UM o - Zunm
- - zupm — - ZU-Luam
v - L2 UM
~ © © © © “ “ “ M ..5
© © L @ o
s 3 8 8 8 £ 5 £ & &
XU o 0SS M4 B00L/3vobBw sajjousyd
ot o Zuny Uiy
- WY ——tret WY
- - /Ly e . Ly
I o ZU LWLy rt—— ZUu-Lwiy
s = iz ] LUz
ot - WWZY _— ey
— e tZUZY - - tZUZY
-t e FZULYRZY gl - FZU-LWZY
= = LWz — LU/ZU- by
a o ZUZHIY ——— - Zuizu-bu
= O (i i R o FZULUZU LY
- ——— WVZW-LY e INZY LY
——— e IMIM = MM
i . Luam —— Lunm
g Lo —— . Zupm
= o i [ e LU UM
- w o ] -3 nn
© -] w a P o - < =3 o
T & ~ &® 9 s o © © o
8 3§ 8 § ¢ -
ueid/B madv wieid/b max
Wi
—— Ll U/ rem o WY
v LY p— Ly
=) o LA —— ZU-LuY
i zubwiy —— wzy
— e zy iz wzy
e = m”_\au..._ —— wlZUzZY
—— = |zuiuzy s = rettiied
— - WZY-LY fet a iy
o' - fzwzwiy v T Yo FEWRWIY
——  fzu-Lwzyu-iy —— o LZULWZY LY
—— = hmzuiy — w BWzw Iy
——— IMAM ot IWIM
e uam - —— L
— - |lzuam —— o fZUAM
o— wtZU-LUAM —_— e FZU-LUAM
~ 3 < P - @ < « - -
o ~ w ® - - ™ ~ -
- © - © - Q .
R e« N | N4l
jueid/b mdL

Figure S5. Means and standard errors for total fruit weight (TFW), total fruit number (TFN), dry

weight of the aerial part of the plant (APDW), root dry weight (RDW) and fruit contents of soluble
solids content (SSC), phenolics, [3-carotenoids, and fruit juice acidity (A) of the 16 reciprocal root-

stock/scion graft combinations involving non-silenced (Wt), single RNAi-silenced lines for
SgHKT1;1 (h1), SgHKT1;2 (h2), as well as doubly silenced line at both loci (h1-h2). Red and blue

squares correspond to control and salinity conditions, respectively.
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Figure S6. Adjusted means and standard errors of significant triple interaction R1 x S1 x E (p <
0.0001) for leaf Na content (L_Na, g/100g dry weight). Means of genotypic combinations under sa-
linity (blue squares) with different letters were significant by LSD Fisher (a = 0.05). No differences
were found in control (red squares). Arrows show the directions of the effects of silencing SgHKT1;1
at the scion (orange arrows) and at the root (blue arrows). In all cases, leaf Na content decreases.
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Figure S7. Adjusted means and standard errors of significant S2xE interactions (A) for Na contents
of leaf, fruit and inflorescence, vegetative traits (APDW, RDW), and agronomic traits (TFW, SSC
and A). Green arrows show the direction of the effect on the trait when silencing SgHKT1;2 at the
scion. Red and blue squares correspond to control and salinity conditions, respectively. (B) Adjusted
means and standard errors of significant R2 x E interaction for SSC, and (C) S2 x S1 for (3-carotenoids.
The black arrow shows the direction of the effect on SSC (decreasing SSC) when silencing SgHKT1;2
at the rootstock. The upwards orange arrow shows the increasing effect on 3-carotenoids fruit con-

tent when silencing SgHKT1;1 at the scion.
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Figure S8. Adjusted means and standard errors of significant S1 x E (A), R1 x E (B), S2 x R1 (C) and
52 x S1 (D) interactions for SSC. Red and blue squares correspond to salinity and control conditions,
respectively, in (A) and (B). Means with different letters are significantly different at 5% level. Ar-
rows show the directions of the effects of silencing SgHKT1;1 at the scion (orange arrows) and at the
root (blue arrows), and silencing SgHKT1,2 at the scion (green arrows).
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Figure S9. Adjusted means and standard errors of significant binary and triple interactions affecting
K contents of leaf (L_K, g/100g DW), inflorescence (F1_K, g/100g DW) and fruit (F_K, g/100g DW),
and xylem sap [K+] (X_K, ug/ml). Two of these interactions R2 x R1 and R1 x S1 also affects fruit
yield (TFW, g/plant), and R2 x R1 to root dry weight (RDW, g/plant). Arrows show the directions of
the effects of silencing SgHKT1;1 at the scion (orange arrows) and at the root (blue arrows), and
silencing SgHKT1,2 at the scion (green arrows) and at the root (black arrows). Arrows with a dis-
continuous line correspond to changes under control conditions. Means with different letters are
significantly different at 5% level.
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Table S1. Pearson coefficients of significantly correlated (p < 0.05) traits under control conditions
(Pearson_C) and under salinity (Pearson_S). Shaded in yellow, Pearson coefficients for same trait,
different salinity level.

Trait 1 Trait 2 Pearson_C p-Value
[Carot. TCarot. 0.94 <0.0001
APDW RDW 0.67 0.0047
F_Na F_NaK 0.83 0.0001
F_Na X NaK 0.5 0.0478
F_NaK X_Na 0.57 0.0212
F_NaK X_Na.K 0.6 0.0134
F1_K Fl_NaK -0.95 <0.0001
F1_K X_K 0.64 0.007
L_Na pCarot. -0.53 0.0366
L_Na L_Na.K 0.97 <0.0001
L_NaK [Carot. -0.52 0.038
Lyc. BCarot. 0.53 0.0337
Lyc. TCarot. 0.79 0.0003
RDW AP.R -0.88 <0.0001
SSC Lyc. 0.6 0.0143
TEN Lyc. -0.53 0.0329
TFN TFW 0.56 0.0231
TEN X NaK 0.5 0.0464
TFW Lyc. -0.7 0.0027
X_K APDW -0.64 0.008
X_Na X NaK 0.95 <0.0001
Trait 1 Trait 2 Pearson_S p-value
[Carot. TCarot. 0.95 <0.0001
A SsC -0.61 0.0113
AP.R A 0.81 0.0002
AP.R SSC -0.75 0.0009
APDW A -0.52 0.0388
APDW AP.R -0.75 0.0008
APDW RDW 0.92 <0.0001
APDW SSC 0.6 0.0132
F_K A 0.59 0.0165
F_ K AP.R 0.82 0.0001
F_K F_NaK -0.73 0.0015
F_K F1_ K 0.53 0.0348
F_K RDW -0.67 0.0047
F_K SsC -0.75 0.0009
F_K X_K 0.87 <0.0001
F_K X_Na.K -0.71 0.0021
F_Na F_K -0.54 0.0309
F_Na F_NaK 0.96 <0.0001
F_Na F1_Na 0.53 0.0358
F_Na Fl_Na.K 0.8 0.0002
F_Na L K -0.57 0.0207
F_Na X_K -0.62 0.0108
F_Na X_Na 0.59 0.0159

F_Na X_Na.K 0.92 <0.0001
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0.8
-0.64
-0.64
0.68
-0.74
0.58
0.6
0.62
0.61
-0.81
0.53
0.57
-0.72
0.71
0.61
-0.53
-0.7
0.86
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0.59
0.61
-0.61
-0.65
-0.8
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-0.67
-0.89
0.77
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-0.54
0.78
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-0.8
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0.9

0.0445
0.0023
0.0007
<0.0001
0.0027
0.0367
0.0022
0.0005
<0.0001
0.0004
0.0002
0.008
0.0071
0.004
0.001
0.0187
0.0142
0.0101
0.0123
0.0001
0.0352
0.022
0.0015
0.002
0.012
0.0366
0.0025
<0.0001
0.0057
<0.0001
0.0169
0.0116
0.0119
0.0062
0.0002
0.0153
0.0001
0.0045
<0.0001
0.0005
0.0319
0.0296
0.0004
<0.0001
0.0043
0.0009
0.0001
0.0002
0.0009
0.001
<0.0001
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TFW A -0.56 0.0227
TFW AP.R -0.6 0.014
TFW APDW 0.76 0.0006
TFW F1_Na -0.77 0.0005
TFW L K 0.68 0.0035
TFW L_Na -0.76 0.0006
TFW L_NakK -0.8 0.0002
TFW RDW 0.75 0.0008
TFW SSC 0.71 0.0022
X K APR 0.71 0.0022
X_K RDW -0.55 0.0258
X_K SSC -0.59 0.016
X K X_Na.K -0.81 0.0002
X_Na APDW -0.55 0.0257
X_Na X_Na.K 0.52 0.0377
Trait C Trait_S Pearson p-value
pCarot._C pCarot._S 0.66 0.0052
APR _C APR_S 0.52 0.0399
F_Na.K_C F_Na.K_S 0.89 <0.0001
F_Na_C F_Na_S 0.89 <0.0001
L _NaK C L NaK_S 0.88 <0.0001
L_Na_C L_Na_S 0.97 <0.0001
TCarot._C TCarot._S 0.53 0.0341
X_Na _C X Na_S 0.72 0.0017
X _Na.K_C X_Na.K_S 0.56 0.025
Table S2. p values of significant effects and interactions of the Genotype (S. galapagense allele versus
its silenced form) at HKT1.1 (1) and HKT1.2 (2), in the rootstock (R1 and R2), the scion, (S1 and S2),
and the salinity treatment (E) for evaluated traits (see section 4.2 for trait abbreviations).
Trait R2xS2 R2xS1 R1xS2 R1xS1 S1xS2 R1xR2 S2xE SIxE R2xE RI1xE E S2 S1 R2 R1
F_Na <0.0001 0.0015 <0.0001 <0.0001 0.0022 <0.0001 <0.0001 <0.0001 0.0008 <0.0001 <0.0001
F_K 0.0213 0.0370  0.0027 0.0001 <0.0001
F_Na/K <0.0001 <0.0001 <0.0001 0.0114 <0.0001 <0.0001 <0.0001 <0.0001 <0.0001 <0.0001 <0.0001
FI_Na 0.0007 <0.0001 <0.0001 <0.0001 0.0029 <0.0001 <0.0001 <0.0001 0.0002
FI_K 0.0001 0.0053 0.0202 0.0004
FI_Na/K  0.0013 0.0001 <0.0001 <0.0001 <0.0001 <0.0001
L_Na 0.0411 <0.0001 0.0377 <0.0001 0.0002 <0.0001 <0.0001 <0.0001 <0.0001 <0.0001 <0.0001 <0.0001 <0.0001 <0.0001 <0.0001
LK 0.0024 0.0172 0.0004 0.0001 <0.0001 0.0019 <0.0001 0.0181 <0.0001 0.0046
L_Na/K 0.0001 0.0167 0.0287 0.0043 <0.0001 <0.0001 0.0004 <0.0001 0.0056 <0.0001 <0.0001 0.0013 <0.0001 0.0045
X_Na 0.0015 0.0010 0.0074 0.0003 <0.0001 <0.0001 <0.0001 <0.0001
X_K 0.0279 <0.0001 0.0037 <0.0001 <0.0001
X_Na/K <0.0001 0.0001 0.0018 0.0048 <0.0001 0.0001 0.0083
TEN 0.0392 0.0009 0.0460 0.0002 <0.0001 <0.0001 0.0150
TFW 0.0236 0.0327  0.0480 <0.0001 0.0166 0.0002 <0.0001 0.0140 0.0014
APDW <0.0001 0.0011 0.0112 <0.0001 <0.0001 0.0001 0.0100 0.0008
RDW 0.0103 <0.0001 0.0372 <0.0001 <0.0001 0.0006 0.0002
AR/R 0.0065 0.0001 0.0301 <0.0001 0.0396 <0.0001 0.0059 0.0008
A 0.0004 0.0030 <0.0001 0.0454 <0.0001 <0.0001 0.0001 0.0059
SSC 0.0164 <0.0001 <0.0001 0.0003 <0.0001 0.0006 <0.0001 <0.0001 0.0024
pCarot. 0.0008 0.0088 0.0333 0.0007
TCarot. 0.0035 0.0232 0.0202
Phenolics 0.0026 <0.0001




