Table S4. Detailed data on GSVA analysis of MRG subgroups

ID logFC AveExpr t P-value %10 adj.P.Vval B

KEGG CELL CYCLE -0.225207611 -0.045163921 -17.2359039 4.00 x 10 7.33 x 1038 125.9456841
KEGG DNA REPLICATION -0.317298913 -0.051967277 -15.77397323 1.98 x 103! 1.82 x 10% 106.0796504
KEGG_HOMOLOGOUS RECOMBINATION -0.240618871 -0.03969603 -14.41653994 7.98 x 104 4.87 x 10+ 88.71503481
KEGG MISMATCH_REPAIR -0.236981035 -0.045701335 -13.15952469 3.18 x 10%7 1.46 x 103 73.65368516
KEGG FATTY ACID METABOLISM 0.185984648 0.002429009 12.68049048 7.93 x 103 2.90 x 10733 68.18900362
KEGG PROTEASOME -0.234924809 -0.035642788 -12.30030645 5.65 x 107 1.72 x 103! 63.9645967
KEGG BASE EXCISION REPAIR -0.193689727 -0.027352509 -12.18054839 2.12 x 1032 5.02 x 103! 62.65493467
KEGG PRIMARY BILE ACID BIOSYNTHESIS 0.181022337 0.033351227 12.17745842 2.20 x 1032 5.02 x 103! 62.6212777
KEGG DRUG METABOLISM CYTOCHROME P450 0.146083947 0.028841926 10.99736978 5.80 x 1077 1.06 x 103 50.27406765
KEGG NUCLEOTIDE EXCISION REPAIR -0.147924218 -0.034548422 -10.81772909 3.54 x 102 5.90 x 103 48.48527264
KEGG_HISTIDINE METABOLISM 0.141129397 0.021983192 10.61525126 2.65 x 10 3.73 x 102 46.49859028
KEGG _PYRIMIDINE METABOLISM -0.131300778 -0.022236469 -10.30465471 5.45x 102 7.12 x 102 43.51254164
KEGG VALINE LEUCINE AND ISOLEUCINE DEGR 0.153478623 -0.007471823 10.04483988 6.45 x 103 7.87 x 1022 41.07258011
ADATION

KEGG BASAL TRANSCRIPTION FACTORS -0.125528537 -0.027725673 -9.929554774 1.90 x 1022 2.17 x 107! 40.00698728
KEGG OTHER GLYCAN DEGRADATION 0.175800955 0.019427585 9.890367118 2.74 x 1022 2.94 x 107! 39.64717574
KEGG P53 SIGNALING PATHWAY -0.100263498 -0.022502686 -9.501342592 9.57 x 102! 9.73 x 1020 36.14194905
KEGG _ONE CARBON POOL BY FOLATE -0.152203061 -0.017954202 -9.443422851 1.61 x 1020 1.55 x 10" 35.63051451
KEGG CIRCADIAN RHYTHM MAMMAL 0.141519034 0.007701052 8.955475119 1.14 x 10718 1.04 x 1077 31.43077148
KEGG SPLICEOSOME -0.116852261 -0.035182057 -8.608683432 2.10 x 1077 1.83 x 10°1®  28.56573926
KEGG TYROSINE METABOLISM 0.101960565 0.015974197 8.354365901 1.67 x 10716 1.27 x 10713 26.52887523
KEGG RNA DEGRADATION -0.110027214 -0.031188691 -8.246568899 3.94 x 10716 2.89 x 10713 25.68205594
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