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Figure S1. Western blot quantification and statistical analysis. (a) DNMT3a. (b) TET2. (c) EZH2. (d) H3K9Ac. 
(e) H3K9me3. (f) H3K27me3. Although significance is not always reached, mostly due to isolation of 
cytoplasmic fractions, these results confirm the same trend already described by means of electron microscopy 
(***: P value<0,001). 
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Figure S2. Western blot loading control. Tubulin was assessed as loading control with a molecular weight of 
50 KDa as reference. 


