Supplementary Data

a) 107 +TIC Scan Standard d Galactose
3
" 19.20415000
Galacturonic
2 Acid
18.21245000
1 sk * * * _— * *
1806091667/ 19.42481667 2063135000 2119671667 2172130000 219841667
b X107 +TICEx45.d
1828233333
) 19.17411667 20,04258333
19.43056667
0s 18.85936667 21.06841667 21.57551667
: . 9.3023500f ! 21.99516667
o 17.37890000 18.06085000 JaN 1975606333 206487667 _’_J\

172 173 174 175 176 17,7 17,8 179 18 181 182 183 184 185 186 187 188 189 19 19,1 192 193 19,4 19,5 196 19,7 19,8 199 20 20,1 202 203 204 205 20,6 20,7 20,8 209 21 21,1 212 21,3 21,4 215 216 21,7 218 218 22 22,1 222 223 224
Counts vs. Acquisition Time (min)

C) x10© | +Scan (it: 19.20915000 min) Standard.D
430

q1 0
810 030 145.0
127.0 200.1
du 1580, SQH‘O“ “MH \HH \L‘\‘ Tl ‘\ 15\90 1520 il 2291 31 2501 2831 331

d x106  + Scan (rt: 1917411667 min) Ex 4.5.0
2
) 430

05 115.0

81.0 s 1570
69.0 127.0 - 169.0 200.1 i
0 T W A 1] \\‘\ e T TR A B S 311

30 40 50 60 70 80 90 100 110 120 130 140 150 160 170 180 190 200 210 220 230 240 250 260 270 280 290 300 310 320 330 340 350 360 370 380 390 400 410 420 430 440 450 460 470 480 490 500 510 520 530 540 550
Counts vs. Mass-to-Charge (m/z)

e) X10© [+ Scan (rt: 18.21245000 min) Standard.D
3

430
2
y 127.0

1150
[ 1440 169.0
o L S0 MR ol TR T TR eeso aigo 2 291 3171
f) X105 +Scan (1 18.28233333 min) Ex 4.5.0

25 30
2
15
! 1270
05 116.0 169.0
o L .m0 7s0m0 RO “‘ M T e 217.1 291 2891

30 40 50 60 70 80 90 100 110 120 130 140 150 160 170 180 130 200 210 220 230 240 250 260 270 280 290 300 310 320 330 340 350 360 370 380 390 400 410 420 430 440 450 460 470 480 490 500 510 520 530 540 550
Counts vs. Mass-to-Charge (m/z)

Figure S1. a) Selected region of the TIC (total ion chromatogram) of the standard containing the Galactose and
the Galacturonic acid. b) the same region for the Ex 4.5 extract; c) and d) mass spectra of the Galactose standard
and the Ex 4.5, respectively. e) and f) mass spectra of the Galacturonic standard and the Ex 4.5, respectively. The
region of the chromatograms has been chosen as an example. In the same way, all the components have been
recognized for all the extracts. Peaks marked with (*) referred to impurities of the reaction.
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Figure S2. Minimal Inhibitory Concentrations (MIC) of the extracts at different concentrations against
S. epidermidis RP62A compared to untreated bacteria (CN).
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Figure S3. SDS-PAGE analyses stained by Blue Coomassie. Lane 1: molecular weight markers; lane 2: Ex7d; lane
3 Ex7; lane 4: Ex4.5.
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Figure S4. HPLC chromatogram of Ex7d.



