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Table S1. Effect of treatment with sunitinib (25 mg/kg three times a week) orally for 4 weeks on
serum CRP and CK-MB levels.

NC SUN
CRP (ng/ml) 21.78 +6.791 326.4 +36.12 °
CK-MB (U/L) 457.1 +£29.09 975.3 +21.74 2

CRP: C-reactive protein; CK-MB: creatine kinase -MB; NC: normal control; SUN: sunitinib; 2P<
0.001 vs. NC. The data are expressed as mean * SD, (n =6/group); S.D: Standard deviation; n: Sam-
ple size.



Figure S1. Representative photomicrographs of H&E-stained cardiac sections (H&E staining
x400, scale bar=20um). (A): Normal Control group showing the normal general architecture of car-
diac tissue (B): Sunitinib group revealing disturbed general cardiac tissue architecture with degen-
erated fibers and congested blood vessels.
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Figure S2. Sequence and structural alignments human IL17 A, IL17 A mouse and rat IL17 A. Clus-
tal Omega 1.2.4 was used to align the human amino acid sequences of IL17 A and the sequence of
IL17 A of mouse and rat, indicating conservation of the most amino acid residues. Clustal O; which
"*" means that the residues are identical, ":" means that conserved substitutions have been observed,
"." means that semi-conserved substltutlons are observed. The residues are colored according to
thelr chemical properties where red, small hydrophobic (AVFPMILWY); blue, acidic (DE); purple,
basic (RHK); green, hydroxyl + amine + basic (STYHCNGQ).

There are 74.7 and78.1 % amino acid similarity between IL17 A human and both
IL17A mouse and IL17 A rat, respectively. (Table 1), indicating conservation of most
amino residues.

Table S2. BLAST analysis between human IL17 A and both IL17 A mouse and rat.

Organism Sequence identity% Positive % Chain length E-Value
IL17 mouse 62.0 74.7% 158 5.8e63
IL17 rat 62.3 78.1 150 1.7¢-60




