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Figure S1. Phylogenetic analysis of 569 Salmonella Typhi strains of genotype 4.3.1.1.P1. A mid-
point rooting maximum likelihood phylogenetic tree of 568 Salmonella Typhi isolates from the
GenBank and strain S3 (indicated by the red branch and using red font color) from this study. Except
for S3, all the isolates were originated from Pakistan, 2016-2018.

Tree scale: 0.1 ————

bootstrap
+ 80
s 8475
e 895
e 9425

e 939

Year

[ ] 2016
[] 2017
[ 2018
B 2022




Figure S2. Phylogenetic analysis of 17 Salmonella Typhi strains of genotype 2.3.4. A mid-point
rooting maximum likelihood phylogenetic tree of 17 Salmonella Typhi isolates from the GenBank and
strain S7 (red font color) from this study.
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