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Supplementary Figure S1. Map of sampling areas and sampling sites.
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Scheme 2. Values of pH for all the sites investigated.
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Scheme 3. CLR-transformed relative abundances of differentially abundant taxa classified at domain
(A), phylum (B), class (C), order (D) and family (E) levels, with asterisks displaying significant
differences between clusters (* for p-values < 0.05, ** for p-values < 0.01, *** for p-values < 0.001).



