
Supplementary Figure legends 

 

Supplementary Figure S1. Regression of physical and gut microbiome indices on 

the PCA ordination The PCA ordination in Fig 1(A) was regressed by BMI (A), 

HbA1c (B), FBG (C) of sample donors, and the number of observed OTUs (NOO) 

(D), primary bile acid level (PriBA) (E) and succinate level (F) of fecal samples. The 

regression splines were calculated by the ordisurf function as well as the values of p 

and deviance. 

Supplementary Figure S2. Fecal succinate concentration and its relation to BMI, 

FBG, and Romboutsia abundance (A) Box plot for succinate concentration (mM/g 

dry feces) in feces of each group. (B) Two-dimensional plot for host BMI and fecal 

succinate. (C) Two-dimensional plot for host FBG and fecal succinate. (D) Two-

dimensional plot for relative abundance of Romboutsia and succinate in feces. 

Supplementary Figure S3. Correlation of genera and family with BMI Relative 

abundances of these genera and families were subjected to Spearman’s rank 

correlation.  

Supplementary Figure S4. Two OTUs as potential microbiome markers for fat-

driven obesity of Indonesian people The relative abundance of these OTUs were 

subjected to the single linear regression analysis for the host carbohydrate and fat 

intake ratio and the multiple regression analysis for BMI with total energy intake. The 

correlation coefficient (β), probability (p) and R2 were calculated and shown. 

 

Supplementary Figure S5. Specific correlation between OTU and BA 



BMI 

Succinate PriBA 

p = 1.51 x 10-5 

Deviance explained = 37.3% 

p = 1.14 x 10-7 

Deviance explained = 44.4% 

p =1.98 x 10-7 

Deviance explained = 41.4% 

p = 9.4 x 10-4 

Deviance explained = 18.2% 

p = 3.19 x 10-5 

Deviance explained = 34.4% 

NOO 

FBG 

6.0 

6.5 

7.0 

7.5 

8.0 

8.5 

HbA1c 

p = 1.2 x 10-3 

Deviance explained = 24.0% 
100 120 

140 

100 120 

140 

160 

180 

200 

180 

160 

140 

120 

140 

120 

100 

80 

5 

10 
15 
20 
25 30 35 40 45 50 55 60 

0 

20 
40 

60 
80 
100 

120 
140 

160 
180 

200 

(A) (B) (C) 

(D) (E) (F) 

 
Supplementary Figure S1. 
 



Supplementary Figure S2. 
 
 

(A) 

0  
10

0  
20

0
 

30
0

 
40

0  
0

 
1
0
0  

2
00

 
30

0
 

4
00

 

100 200 300 400 

FBG 

0  
1
00

 
2
00

 
3
0
0  

4
00

 

20 30 40 50 

BMI 

0
 

1
00

 
2
00

 
3
0
0  

4
00

 

0 0.1 0.2 0.3 0.4 

Romboutsia 

Su
cc
in
at
e 
(m

M
/g

 fe
ce
s)

 

non-T2D   T2D 

Lean           Overweight        Obese 

non-T2D   T2D non-T2D   T2D 

nonT2D 

T2D 

Lean 

Overweight 
Obese 

(B) 

(C) (D) 

Su
cc
in
at
e 
(m

M
/g

 fe
ce
s)

 

Su
cc
in
at
e 
(m

M
/g

 fe
ce
s)

 
Su

cc
in
at
e 
(m

M
/g

 fe
ce
s)

 



 
Supplementary Figure S3. 
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Supplementary Figure S4. 
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Supplementary Figure S5. 
 


