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Table S1. Pairwise genetic distances between the investigated Euplotes species. Abbreviations of the clonal lineages are as in Table 1. Lower left, partial mitochondrial CO1
distances; upper right, nuclear SSU rDNA distances.

Se>q— Ea Ec Ei ElI Evl Ev2 EV3 Ev4 EV5 Ev6 Ev7 Ev8 EV9 Ev10 Evil Ew Eml Em2 Em3 Em4 Em5 Erl Er2 Er3 Ebl Eb2 En
Ea - 33 101 80 45 45 45 45 45 45 46 204 47 49 51 106 02 02 03 03 0.3 169 158 158 53 98 7.7
Ec 229 - 117 97 25 25 25 25 25 24 26 194 25 27 29 116 33 33 33 33 34 16.2 151 151 6.8 10.0 8.6
Ei 30.0 279 - 87 122 122 122 122 122 123 122 250 123 126 126 127 10.2 10.2 10.3 10.3 10.3 19.7 18.6 18.6 11.6 13.6 10.3
El 256 220 26.0 - 10.2 10.2 10.2 10.2 10.2 10.2 10.2 232 103 106 104 1221 81 81 81 81 8.2 18.1 169 169 94 125 8.9
Evli 241 199 256 226 - 0 0 0 0 0 01 186 05 07 09 118 44 44 45 45 45 169 158 158 7.6 11.2 9.3
Ev2 239 20.1 254 224 1.1 - 0 0 0 0 01 186 05 07 09 118 44 44 45 45 45 169 158 158 7.6 11.2 9.3
Ev3d 239 19.7 26.2 231 32 3.0 - 0 0 0 01 186 05 07 09 118 44 44 45 45 45 169 158 158 7.6 11.2 9.3
Evd 241 19.7 262 235 40 38 1.3 - 0 0 01 186 05 07 09 118 44 44 45 45 45 169 158 158 7.6 11.2 9.3
Evs 229 208 256 226 101 99 90 103 - 0 01 186 05 07 09 118 44 44 45 45 45 169 158 158 7.6 112 9.3
Ev6e 229 21.0 256 224 103 101 97 109 15 - 01 186 04 06 08 118 45 45 45 45 46 169 158 158 7.7 11.2 94
Ev7 237 208 258 229 103 101 9.7 109 19 17 - 187 06 08 10 119 45 45 46 46 47 169 158 158 7.7 11.1 9.3
Ev8 245 229 18.0 22.2 208 206 21.0 208 206 212 210 - 188 19.0 189 248 204 204 205 205 205 29.1 28.0 28.0 22.4 23.8 23.7
Ev9 235 206 24.7 241 168 168 16.2 164 183 183 178 214 - 06 10 120 47 47 47 47 48 171 160 16.0 79 114 95
Evi0 235 206 247 241 168 168 16.2 164 183 183 178 21.4 0 - 1.3 121 48 48 49 49 49 170 16.1 16.2 7.7 11.2 9.7
Evlil 243 220 246 21.2 185 17.8 180 176 17.8 18.7 18.0 193 176 17.6 - 123 51 51 51 51 52 173 16.1 16.2 8.4 116 9.9
Ew 241 229 17.4 218 199 19.7 206 203 206 212 210 17 214 214 191 - 10.7 10.7 10.7 10.7 108 184 17.3 17.3 11.8 143 8.3
Eml 233 239 29.3 235 245 243 249 247 247 245 243 237 226 226 231 241 - 0O 01 01 0.2 17.0 158 159 54 98 7.8
Em2 23.3 23.9 29.3 235 245 243 249 247 247 245 243 237 226 226 231 241 O - 01 01 0.2 170 158 159 54 98 7.8
Em3 233 239 293 235 245 243 249 247 247 245 243 237 226 226 231 241 0 0 - 02 02 170 159 159 55 99 78
Em4 233 239 293 235 245 243 249 247 247 245 243 237 226 226 231 241 0 0 0 - 0.1 17.0 159 159 55 99 7.8
Em5 23.3 245 30.0 235 249 247 249 247 26.0 258 258 233 226 226 231 235 55 55 55 55 - 171 159 16.0 55 99 79
Erl 237 25.4 249 243 247 252 249 247 249 252 247 199 241 241 222 208 277 277 277 277 254 - 14 13 154 15.2 16.6
Er2 237 25.4 245 23.7 247 252 249 245 245 247 243 195 241 241 220 203 275 275 275 275 245 15 - 0.1 16.3 16.1 155
Er3 237 254 245 237 247 252 249 247 245 247 243 195 241 241 220 203 275 275 275 275 245 15 O - 16.3 16.2 155
Ebl 235 206 247 241 168 168 162 164 183 183 178 214 O 0 176 214 226 226 226 226 226 241 241 241 - 83 8.8
Eb2 23.3 235 27.2 239 235 231 222 222 216 220 222 218 229 229 216 214 245 245 245 245 235 222 218 21.8 229 - 11.8
En 235 235 20.8 23.3 185 185 287 20.3 199 20.6 20.3 159 199 199 203 149 239 239 239 239 241 212 208 20.8 19.9 18.7 -
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Table S2. Pairwise genetic distances and different base pairs between the investigated Diophrys and Uronychia species for CO1 gene.

Seg-> D o064 Do65 Do66 Ds57 Dsh8 Ds59 D s60 D s6l D s62 D s63 U b6 U s68

D_o64 - 0 1 91 91 91 90 89 86 91 117 112
D_065 0.0 - 1 91 91 91 90 89 86 91 117 112
D_066 0.3 0.3 - 91 91 91 90 89 86 90 117 111
D_s57 19.1 19.1 19.1 - 0 0 1 2 21 61 92 115
D_s58 19.1 19.1 19.1 0.0 - 0 1 2 21 61 92 115
D_s59 19.1 19.1 19.1 0.0 0.0 - 1 2 21 61 92 115
D_s60 18.9 18.9 18.9 0.3 0.3 0.3 - 1 20 60 91 114
D_s61 18.7 18.7 18.7 0.5 0.5 0.5 0.3 - 20 59 91 114
D_s62 18.0 18.0 18.0 4.4 44 44 4.2 4.2 - 63 97 114
D_s63 19.1 19.1 18.9 12.8 12.8 12.8 12.6 12.4 13.2 - 105 117
U_b69 245 24.5 245 19.3 19.3 19.3 19.1 19.1 20.3 20.0 - 82

U_s68 23.5 23.5 23.5 24.1 24.1 24.1 23.9 23.9 23.9 24.5 17.2 -
Abbreviations: D_s57-63 for seven isolates of Diophrys scutum; D_o64-66 for three isolates of Diophrys oligothrix; U_b69 for Uronychia binucleata; U_s68 for Uronychia setigera.




