microorganisms

Table S1: Primers used for PCR amplification and Sanger sequencing to verify the mutations of
evolved strains: ECAEN1, ECAEN2, EcCOLIFIT10, EcCCOLIFIT20, ECAmox20, SeAmoxio, SeAmoxo,

SeColio and SeCol-o.

EcAENw mutations Forward primer (5’ - 3) Reverse primer (5" = 3')
yqhC GTTGCTGTACCGGGAACGTA  AGATGAGCATTTCCAGCCGT
EcAEN2 mutations Forward primer (5" - 3’) Reverse primer (5" > 3')

cheW, cheA, motB, motA,
motR, fhC, flhD

TTCTGTTGAAAGCGTCACGG

CTGGCACTACGATCCGCATT

EcCOLIFIT10 EcCOLIFITz20

Forward primer (5’ - 3)

Reverse primer (5" = 3’)

mutations
yqhD TCGATCCGTGGCACATTCTG  CTCCGGTGAGGTGTTGTGAA
ched, mf‘;;BC ;Zt;’ Motk T TCTGTTGAAAGCGTCACGG — CTGGCACTACGATCCGCATT
EcAmox2 mutations Forward primer (5" - 3’) Reverse primer (5’ > 3')
DpiA binding site CTAATGTCAGCGCCAGTCCT TGGTAAAGGCGGATCGAGTG
SeAmox S,eAm0X20 Forward primer (5’ - 3) Reverse primer (5" = 3’)
mutations
nirC TATTTTTGGGAGGCGCAACG CGTCGCTGTGATGACCAAAC
fepA TACGGCTGGTGACGGGTTTA  GCGTTTCAGGACGATCCCAT
ftsl TTTGGGGTTGGTCGGAGAAC  CAGTAGTTGGGTGGTGGTGG
SeColiomutations Forward primer (5" - 3’) Reverse primer (5" > 3')
nirC TATTTTTGGGAGGCGCAACG CGTCGCTGTGATGACCAAAC
fepA TACGGCTGGTGACGGGTTTA  GCGTTTCAGGACGATCCCAT
basS TACGCAGTAACGTCGCATCA TGGACAGGAACTGACCCTGA
lipA CATGCCTTTGGCCTGGAGAT TGTGATGGAACGCGGTGTAA
SeColo mutations Forward primer (5’ - 3) Reverse primer (5" 2> 3’)
nirC TATTTTTGGGAGGCGCAACG CGTCGCTGTGATGACCAAAC
fepA TACGGCTGGTGACGGGTTTA  GCGTTTCAGGACGATCCCAT
basS TACGCAGTAACGTCGCATCA TGGACAGGAACTGACCCTGA
yciM GCTTTGGCGTAATCCCCTCT AGAAGGCTGGATGCGGTAAG




