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Figure 1 : Meta-QTL, QTL and markers for chromosome 1-4
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Figure 2 : Meta-QTL, QTL and markers for chromosome 5-8
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Figure 3 : Meta-QTL, QTL and markers for chromosome 9-12




Details about the map

 The colored line on the left representing the
QTL corresponds to the color of shaded
region on the chromosome that represent
the meta QTL region of drought tolerent in
Oryza sativa.

 The IDs on the left represent the molecular
markers.

e The numbers beside the molecular markers
represent the positions of the molecular
markers.
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