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Message from the Guest Editor

Dear Colleagues,

According to the American Cancer Society report, a little
over 1.9 million new cancer cases are expected to be
diagnosed in the United States in 2022. Approximately 50%
to 60% of these cancer patients will either receive targeted
fractionated radiation to eradicate a local tumor or total
body irradiation as a conditioning process before bone
marrow transplantation. Unfortunately, a strong positive
correlation exists between tumor regression due to
radiotherapy and healthy tissue toxicity. Radiation damage
may also occur from nuclear accidents or warfare.
Radiation damage, especially in highly radiosensitive
tissues, such as those in the hematopoietic and
gastrointestinal systems, may occur within hours to days
(early), within weeks (acute), or a2er months or years
(delayed). However, the pathogenesis of the postirradiation
healthy tissue toxicity is highly complex in nature. Thus, it is
important to define and better understand the genetic
basis of and genes involved in healthy tissue radiation
damage to allow the development of novel mitigating
methods, which would not interfere with cancer therapy.
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Message from the Editor-in-Chief

Genes are central to our understanding of biology, and
modern advances such as genomics and genome editing
have maintained genetics as a vibrant, diverse and
fastmoving field. There is a need for good quality, open
access journals in this area, and the Genes team aims to
provide expert manuscript handling, serious peer review,
and rapid publication across the whole discipline of
genetics. Starting in 2010, the journal is now well
established and recognised.

Why not consider Genes for your next genetics paper?
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