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Message from the Guest Editor
Dear Colleagues,

Gut microbiome is a key homeostasis component for
maintaining normal health and its imbalance is implicated
in the development of a number of common chronic and
inflammatory diseases. Foods are the most important
regulators for gut microbiome. This Special Issue includes
up-to-date research related to the impact of foods, nutrient
supplementation, and dietary therapy on gut microbiota in
animal models, healthy subjects, or patients with chronic
or inflammatory diseases from around the world. Research
outcomes will help readers to understand the roles of
nutritional intake on regulation of gut microbiota and
health of hosts, and encourage the use of nutritional
prebiotic foods to prevent and manage relevant health
disorders. Keywords:

® Foods

® nutrients
e gut micorbiome

® prebiotics

® animals

® humans

e diabetes

® obesity

e inflammation

e digesition

® metabolism

e short chain fatty acids
e glucose metabgli



https://www.scopus.com/sourceid/21100933947
https://www.ncbi.nlm.nih.gov/pubmed/?term=2076-2607
/journal/microorganisms/stats
https://mdpi.com/si/64194
https://www.mdpi.com/si/64194
https://www.scopus.com/sourceid/21100933947
/journal/microorganisms/stats

IMPACT -
FACTOR Indexed in: CITESCORE

@ microorganisms a5 ¥

an Open Access Journal by MDPI

Editor-in-Chief Message from the Editor-in-Chief
Dr. Nico Jehmlich "Microorganism" merges the idea of the very small with the
Department of Molecular idea of the evolving reproducing organism is a unifying

Systems Biology, UFz-Helmholtz i cinla for the discipline of microbiology. Our journal
Centre for Environmental

Research, 04318 Leipzig, recognizes the broadly diverse yet connected nature of

Germany microorganisms and provides an advanced publishing
forum for original articles from scientists involved in high-
quality basic and applied research on any prokaryotic or
eukaryotic microorganism, and for research on the
ecology, genomics and evolution of microbial communities
as well as that exploring cultured microorganisms in the
laboratory.
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